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I1I-1 Introduction

The HIV-2/SIVsmm alignment contains a non-redundant set of
all HIV-2, SIVsmm, and related species (SIVmne, SIVstm and
SIVmac). Compared to HIV-1, only a small number of HIV-
2 complete genomes have been determined, so this alignment
contains all but a few duplicte sequences available in the data-
base. The web alignment has a few additional sequences.

The HIV-2/SIVsmm family is presented together in spite
of their different hosts, because their genomic structure is the
same—the complete SIV alignment (presented in the next chap-
ter along with a few HIV-1 sequences) is much more stretched
out because of the presence of a vpx and absence of vpr genes
in some of these viruses.

As with HIV-1/SIVcpz, this alignment was generated by an
iterative process between automated alignment using HMMER
and manual editing using BioEdit and Se-Al. As in previous
years, the alignment presented is not suggested to be an “opti-
mal alignment” with the absolute minimum number of gaps and
mismatches. It is a compromise between optimal alignment,
readability, and an attempt to keep insertions and deletions from
altering the protein reading frame presentation. Most gaps have
been introduced in multiples of 3 bases to maintain open read-
ing frames when translated directly from the alignment.

As before, the MAC239 sequence is the master sequence in
this set.
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I1I-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Location Page

5’ LTR U3 start 1 154

TCF-1 alpha 309-324 1551

NF-x-B-1II 415-424 156

NF-#-B-1 441-449 157

TATA Box 488-493 157

TAR element start 518 1571

5’ LTR U3 end 520 157)

+1 mRNA start site 521 157]

— 5’ LTR R repeat begin 521 157,
o < TAR element end 642 158
% 2 Poly-A signal 671-676 158
o2 5’ LTR R repeat end 694 158
% o 5" LTR US start 695 158
2 3 5’ LTR U5 end 818 159
' Lys tRNA primer binding site 821-839 150)
Gag and Gag-Pol start 1053 161]

Gag p17 Matrix end 1457 1631

Gag p24 Capsid start 1458 163

Gag p24 Capsid end 2144 167

Gag p2 Spacer start 2145 167

Gag p2 Spacer end 2195 167

Gag p8 Nucleocapsid start 2196 1671

Gag p8 Nucleocapsid end 2351 163

Gag pl Spacer start 2352 163

Gag-Pol -1 ribosomal slip site 2354 168!

Pol start 2354 163

Gag p1 spacer end 2393 169)

Gag p6 start 2394 1691

Pol Protease start 2555 170)

Gag p6 end 2585 170)

Gag end 2585 170)

Pol Protease end 2851 1721

Pol p66 and p51 RT start 2852 1721

Pol RT end 4168 179)

Pol p15 RNAse H start 4169 170)

Pol RNAse H end 4528 18]

Pol p31 Integrase start 4529 182}

Vif start 5340 136)

Pol, Gag-Pol, and p31 Integrase end 5410 1871

Vpx start 5812 189

Vif end 5984 190)

Vpx end 6150 191}

Vpr start 6151 191}

Tat exon 1 start 6302 1921

Vpr end 6456 193]

Rev exon 1 start 6528 193]

Tat Rev exon 1 end 6597 194]

Tat Rev intron start 6598 194]
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Annotated features HIV-2/SIV Complete Genomes

Feature Location Page
Env signal peptide start 6604 194]
Env signal peptide end 6669 194]
Env gp120 start 6670 194]
V1 loop start 6733 195
V1 loop end 6774 1951
V2 loop start 6904 1961
V2 loop end 7074 1971
V3 loop start 7183 193]
V3 loop end 7392 199)
V4 loop start 7534 00|
V4 loop end 7635 00|
V5 loop start 7786 01|
V5 loop end 7980 02}
Rev Responsive Element (RRE) start 8123 E £ 9
Env gp120 end 8178 204 S g
Env gp41 start 8179 204] > 5
RRE end 8479 E £ O
Tat Rev intron end 8805 07 < 2
Tat Rev exon 2 start 8806 07! T o
Tat end 8902 208
Rev end 9059 200)
Nef start 9077 00|
Env gp41, gp160 end 9243 210)
Premature stop in SMM239 9355 211
3’ LTR U3 start 9462 D11
TCF-1 alpha binding 9770-9785 13|
Nef end 9868 14
NE-x-B-II 9876-9884  [214
NF-x-B-1 9891-9900  [214
TATA box 9949-9955  [219
TAR element start 9980 215
3’ LTR U3 end 9978 215
3’ LTR repeat start 9979 151
TAR element end 10103 216
Poly-A signal 10132-10137 216
3’ LTR R repeat end 10155 16|
3’ LTR US start 10156 216
3’ LTR U5 end 10279 217
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I1I-3 Sequences

Sequences included in the HIV-2/SIV complete genome alignment.

Sequences

Name Accession Country Author Reference
MAC.US .x.239 M33262 United States  Kestler, H. Science 248(4959):1109-1112
(1990)
H2A.CIL.88.UC2 U38293 Cote Barnett, S.W. Virology 222(1); 257-61 (1996)
D’Ivoire
H2A.DE.x.BEN M30502 Germany Kirchhoff, F. Virology 177(1):305-311 (1990)
H2A.DE.x.PEI2 U22047 Germany Kraus, G. ARHR 14(1); 65-77 (1998)
H2A.GH.x.GHI1 M30895 Ghana Hasegawa, A. ARHR 5(6):593-604 (1989)
H2A.IN.NNVA.NEW EU980602  India Desai, A. Unpublished
H2A.IN.95.CRIK_147 DQ307022| India Santhosh, C.V. ARHR 24(10):1315-1317 (2008)
H2A.GM.x.MCR35 AY509260, Gambia Schmitz, C. J Virol 78(4):2006-2016 (2004)
H2A.GM.87.D194 J04542 Gambia Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
H2A.GM.x.ISY J04498 Gambia Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
H2A.GM.x.MCN13 AY509259 Gambia Schmitz, C. J Virol 78(4):2006-2016 (2004)
H2A.GW.86.FG J03654 Guinea- Zagury, J.F. Proc Natl Acad Sci USA
Bissau 85(16):5941-5945 (1988)
H2A.GW.87.CAM2CG D00835 Guinea- Tristem, M. J Gen Virol T2(PT 3):721-724
Bissau (1991)
H2A.GW.x.ALI AF082339 Guinea- Azevedo-Pereira, Unpublished
Bissau JM.
H2A.GW.x.MDS 748731 Guinea- Becker, M. Unpublished
Bissau
H2A.SN.85.ROD M15390 Senegal Clavel, F. Nature 324(6098):691-695 (1986)
H2AB.CI1.90.7312A 1L.36874 Cote Gao, F. Unpublished
D’Ivoire
H2B.CI.88.UC1 L07625 Cote Barnett, S.W. J Virol 67(2):1006-1014 (1993)
D’Ivoire
H2B.CI.x.EHO U27200 Cote Rey-Cuille, M. A. Virology 202(1):471-476 (1994)
D’Ivoire
H2B.GH.86.D205 X61240 Ghana Dietrich, U. Nature 342(6252):948-950 (1989)
H2B.JP.01.KR020 AB100245  Japan Kusagawa, S. ARHR 19(11):1045-1049 (2003)
H2AB.CM.03CM_510_03.NEW [EU028345/ Cameroon Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2G.CI.92.ABT96 AF208027, Cote Brennan, C.A. ARHR 13(5):401-404 (1997)
D’Ivoire
H2U.FR.96.12034 AY530889| France Damond, F. ARHR 20(6):666-672 (2004)
SMM.SL.92.S1.92B AF334679  Sierra Leone  Chen, Z. J Virol 70(6):3617-3627 (1996)
MAC.US.x.MAC239_87082 AY600249|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.251_1A11 M76764 United States  Marthas, M.L. J Med Primatol 18(3-4):311-9
(1989)
MAC.US.x.251_32H_PJ5 D01065 United States  Rud, E.-W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US.x.251_BK28 M19499 United States  Hirsch, V. Cell 49(3):307-319 (1987)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509260
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY600249
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
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HIV-2/SIV Complete Genomes

Name Accession Country Author Reference
MAC.US.x.17EC1 AY033233|  United States  Anderson, M.G. Virology 195(2):616-626 (1993)
MAC.US.x.17EFR AY033146/  United States  Flaherty, M.T. J Virol 71(8):5790-5798 (1997)
MAC.US .x.1937 AY611495/  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.2065 AY611493|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.MM142 Y00277 United States ~ Chakrabarti, L. Nature 328(6130):543-547 (1987)
MAC.US.x.SMM142B BD131285| United States  Alizon, M. Patent: JP 2002030099-A 2
29-JAN-2002; INSTITUT
PASTEUR
MNE.US.82.MNE_8 M32741 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
MNE.US.x.MNE027 U79412 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.US.x.F236_H4 X14307 United States  Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 MS80194 United States  Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ14_15 103295 United States  Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PBJA M31325 United States  Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PBJ_143 MS80193 United States  Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ_6P6 109212 United States  Novembre, F.J. J Virol 67(5):2466-2474 (1993)
SMM.US.x.PGM53 AF077017 United States Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 United States  Hirsch, V. J Virol 71(2):1608-1620 (1997)
STM.US.x.STM M83293 United States  Novembre, F.J. Virology 186(2):783-787 (1992)
MAC.US.x.80035 AY611486/  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US x.81035 AY599200  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.85013 AY611490/  United States O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.92050 AY603959|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.92077 AY599201|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93057 AY611492|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93062 AY607704/  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95058 AY611494)  United States O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95086 AY607703|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95112 AY588946/  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96016 AY607701  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96020 AY611488  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96072 AY611491)  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96081 AY597209|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96093 AY611489|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96114 AY588945/  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96123 AY611487  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.96135 AY607702|  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97009 AY599199)  United States O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97074 AY599198  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.r80025 AY576480/  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.r90131 AY576481)  United States  O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
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MAC.US x.239
2A.CI.88.UC2.U38293
2A.DE.x.BEN.M30502
2A.DE.x.PEI2. U22047
2A.GH.x.GH1.M30895
A.IN.NNVA.NEW
2A.IN.95.CRIK
A.GM.x.MCR35.AY 509260
2A.GM. 87 D194.104542
22.GM.X.ISY.JO4498

S.
2A.SN.85.ROD.M 15390
H2AB.CI.90.7312A.L36874

H2B.CIL.88.UC1.L07625

H 2B CI.x.EHO.U27200
H2B.GH.86.D205.X61240

H 2B JP.01.KR020.AB100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

.US.x.251
AC.U .x.25|_32H

AC.US.x.251
AC.US.x.17EC1.AY (033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00277
AC.US .x.SMM142B BD131285. .
MNE.US.82.M
MNE.US MNE027AU79412
M.US.x.F236
M. {9.M80194
M.US.x.PBJ14

PBJA.M31325
PBJ

P]

GM53. AF07701 7
ME543.U72748

TMAUS x.STM.M83293
AE.HL x.80035.AY611486
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AC.USx.95112.AY588946
AC.US.x.96016.AY607701

AC.USx.190131.AY576481
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sSt

TCF-1 alpha

MAC.US .x.239 GGCACAG. . .GAGGATGAGGAG. . . . ... ... .. CATTATTTAATGCATCCAGCTCAAACTTCCCAGTGGGATGACCCTTGGGGAGAGGTTCTAGCATGGAAGTTTGATCCAACTCTGGCCTACACTTATGAGGCATATGTTAGATACCCAGAAGAGTTTGGAAGCAAGT 324

H2A.CI.88.UC2.U38293 - A-C-GC- - -AAG-AGA-AT------ATACAT--G---ACA----TG---CG----A-CT-C-TG-- ---TGAG--CA----C-TCAC-CT-

HO A DE.x BEN. M30502 & TAAC-ACACAT - -~ -TOAGCAT- -G- - -ACAT---TC-- ¢ CT-CoTe L

A DE X PEL 022047 ICAT- G- -AACAT- -ATC-

H A GH x. GHT.M30895 - -

HOA IN.NNVA.NEW

HOA TN 95 CRIK

H2 A GM x MCR35.AY 509260

HIA GM 87.D194.J04542

HOA.GM x 1SYJ04498

HIA GV x MCN 1 3. AY 509259

HOA GWRBEGIOZ0S L e

HOA GW 87 CAM3CG.D0083S AAG-AGSCAT:: TIIG0IIAG

HO A GW x ALLAF082330 AAC-AC-CAT -

H2A.GW.x.MDS.Z4 0

H A SN.§5.ROD M15390 O " 0

H2AB.CI1.90.7312A.L36874 - -GAG- A--G---ACC --G- - --G--CG--GCA-- -T--CAT---GAGA.C---T-TC---C--- ---C-TCAAC- 326

H2B.CI1.88.UC1.L07625 --A-AG-...-GA-CG--AACC.. -G-TC--TTCA-- --ATCCAC--G»--ACC T--C --CG-- --C-TCAAC- 324

125 T EHHO, 027200 AC-1Go-;ooc S8 TR Jeigen s 2 ITCAGC - 324

HOB GH 86,D205.X61240 “AZC GAGAG- - 116 IAACC RSN 5 = 37

B Sh01 kRO AB 100245 0

H2AB.CMLO3CM_SI0_03NEW « oo 0

H2G.CLO2ABTIOAF208027  +oooe e 0

H2UIFR.96.12034.AY530880  + v oo oo 0

SMMLSL.O2.SLOZBAF33A6TO - ooovoe e 0
AC.US.x.MAC239 9
ACUS X251 e 324
ACUSX 231 32H o 34
ACUS X231 o 353
ACUSX I7ECIAY033233  --- 374
ACUS % I7EFR AYO33146 - 324
ACUS X 1937.AY611495 0
ACUS X 2065, AY61 1493 SRRSO S NSRS E RSOOSR SO PSSR 0
ACUS MM, Y 00277 o 0
ACUSA SMiMI£25. DD 31285 L L L 0

MNE.US.82.M 8

N S 27070412 LT 0

SMM.US x F236 324

SMM.US:x HO.M80194 R R e ORI 0

SMM.US.x.PBJ14 - -AGT-A--T--T-AC---A- ---- 79

SMMIUSKPBIAMSI325 Lo oo i : CAGTA- T TAC A : : 79

SMM.US.x.PBJ . . . . . . . . . . . . . 0

SMM.US AP A 250

SMMLUSXPGMS3AROTI017  A-- " 2 730

SMM.US X SME343.U72748 ' A-- : A : : Al N

STMUSKSTMMS3293 e e 2

AC.US.x.80035.AY611486
C.US.

AC.USx.95112.AY588946
AC.US.x.96016.AY607701

AC.USX.190131.AY576481
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MAC.US.

2A.CL8

2A.GH..

A.GM.x
2A.GM.

H2B.CL.8:
H 2B CILx,

B.GH
*2B JP.O

H2AB.CM.03CM_510_03.NEW

2A.GM..

x.239
8.UC2.U38293

2A.DE.x.BEN.M30502
2A.DE.x.PEI2. U220475

x.GH1.M308

2A.IN.NNVA.NEW
2A.IN.95.

CRIK

.MCR35.AY 509260
87 D194.104542
x.ISY.J04498

2A.SN.85.ROD.M 15390
H2AB.CL

90.7312A.L36874
8.UC1.L07625
EHO.U27200
.86.D205.X61240
1.LKR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

SMM.SL.

“v LVNVLVNLVLVNY

TMAUS

92.SL92B.AF334679
Xx.MAC239

Xx.251

.X.25|_32H

x.25

X.17EC1.AY033233
.17EFR.AY (33146

00 5 b b b b ¢
)
=3

=3 =
=0
b
=
N
=
)
i

N....

MNE027AU794 12
F236
{9.M80194
BJ14
’BJA.M} 1325
PBJ

P]

GM53. AF07701 7
ME543.U72748

x.STM.M83293
x.80035.AY611486

SX.95112.AY588946

.Xx.96016.AY607701

USxr90131.AY576481

42.Y00277
SMM]42B BD131285. .

GG-AGGC--AA--G-
G-A

-AGGC--AA
-AGGC- -A

TGG-AGGCG-AA--G-A

-AGGC---A--G-

-AGGCT--A--- -
-AGGCT-AA- -G-

-AGGCT--A-- - -

sawouan) a9|d

-Wo) AIS/C-AIH

NF-x-B-II
—R

AGGAAACTCGCTGAAACAGCAGGGACTTTCCACAAG. v eeveeeeaeenns 429

-GT-AAT. .. -ACAGGAACAACCATACTTGGTCAAAGCAGGAAGTAGCTACTAA. . .G--A-A-----G--T-- --G- 464
-GT-AAT. . . - ACAGGAACAACCATACTTGGTCAAGGCAGGAAGTAGCTACTAA. . . G- -ACA- - - - -GG-T G 464
-GTTAAA . . . GACAGGAACAGCTATATTTGGTCAGAACAGGAAGTA . . . . . LA

AZCATT -ATTAAAGG GACAGGAACAACTATACTTGGTCAGGGCAGGAAGTAGCTAT CACA: . 466
-A-CCTTT-G GACAGGAACAACTATACTTGGTCAGAACAGGAAGTAGCTAC - 210
. . . L . : 0

0

0

CALCATTTIGTTAAS |11 G:CAGGAACAACCATACATGGCCAGGGCAGGAAGTAGCTACT . 3
- -GTAAGA. . . . ACAGGAACAGCTG . ATTTGGTCAGGGCAGGAAGTAACTACT . !
N 0

- CAGA-TAGACAGGA - AGCAGCAGCATAAAGAGGAACTAGCTGACGCTGCATAAGAA - - - .- - 472
-CAGACTAG- CA- GAG . ACAGCAGCATAAACAGGAACTAGCTGACACTGCACAAG . AG- - --C-- 468
-CAGA-TAGACAGGA - . ATAACAGCACAAAGAGGAACTAGCTAACACTGCATAGAGA - - - ST-- 468
-CAGATTAG- CA-GAG . ACAGCAGCATAAACAGGAACTAGCTGACACTGCACAAG . A- - - 471

0

0

0

0

0

429

9

428

429

429

0

0

0

0

0

0
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sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



6007 wnipuadwo)) duanbag ATH

LST

MAC.US.
2A.CIL.88.UC2.U38293
M30502

2A.G

2A. GM
2A.GM..
2A.GM.x
2A.GW.

H2AB.CI.

v LY
c
19

x.239

2A.GH X GH1.M30895
JAIN. NNVA NEW
2AIIN: 95 CR!

MCR35 AY509260
87 D194.104542
x.ISY.J04498

.MCN13.AY509259
86 FG.J03654

2A.GW.87.CAM2CG.D00835
2A.GW.
2A.GW.x.MDS.748731

H2A.SN.85.ROD.M15390

x.ALL.AF082339

90.7312A.1.36874

H2B.CI.88.UC1.L.07625
B.CLx.EHO.U27

B.GH.86,D205.X61240
H2B.JP.01.KR020.AB100245 .
H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.
X.MAC239
x.251

92.SL92B.AF334679

=
IS
G
v
hs]
o=t

x.25
.17ECI. AY033232

: :SMM142B BDI31285.

00 % % % X A
[
[=)
= o
&3 |
e
Z
O\
B
Ned
W

I\)

MNE027.U794]2
F236

{9.M80194

'BJA.M31325

PBJ

PBJ

PGMS53.AF077017
SME543.U72748

X STM M83293

X, 80035 AY61 1486

S'X.93057.AY611492

.X.93062.AY607704

X.96072.AY611491
.x.96081.AY 597209

USx190131.AY576481

---C---A--CAA-G- AGGGACAT G-AG-AGCTGGT--GG-------T-A-A--
-A--CAA-G-AGGGACAT-G-AG-AGCTGGT - -GG- - T-A-
A--CA--G-AGGGAC-T-G-AG-AACCGGT--GG- -

-.C--
C

CAGCAGGGACTTTCCACAAAG- -
CAGCAGGGACTTTCCACAAAG- -

CAGCAGGGACTTTCCACAAAG- -

NF-x-B-1
—_—

--CA--G-AGGGACAT-G-AG
-A--CA--G-AGGGACAT-G-AG-AGCTGGT- -G

-AC-A-. -G-AGGGATAT -G-AG-AGCTGGT - -GG
A--CA--G-AAGGACAT-G-AG-AGCTGGT - -GG- -

-A--A-T-G-AGGGACAT-G-AG-AGTTGGT- -GG- -
-A--AT. -G-AGGGACAT -G-AG-AGTTGGTT -GG

-A--A-T-G-AGGGACAT-G-AG-AGCAGG-A-G.
-A--AT.-G-AGGAGCAA-G-AG-GGTTGGTT-GG

.TCCACAAGG- -CTGTCATG-
......... G--CTGTAACA-

TATA Box
..................... GGGATGTTACGGGGAGGTACTGGGGAGGAGCCGGTCGGG . AACGCCCACTTTCTTGATGTATAAATATCACTGCATTTCGCTCTGTAT TCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAG

CIGIATICTCE:
--G-AT-CTC--

CIIIAT-CTC--
TT--A---TC--

+1 mRNA start site
JAE element start
5"LTR U3 end 5’ LTR R repeat begin

HIV-2/SIV Com-

plete Genomes
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-Wo) AIS/C-AIH

TAR element end Poly-A signal5’ LTR R repeat end, 5’ LTR US start
MAC.US x.239 CAGGTAGAGCCTGGGTGTTCCCTGCTAGACTCTCACC.AGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGCTTGCTTGCTTAAAGC. . CCTCTTCAATAAAGCTGCCATTTTAGAAGTAAGCTA. .GTGTGTGTTCCCATCTCTCCTAGCCGCCGCCTGGTCAACTC

2A.CI.88.UC2.U38293 C o--
2A.DE.x.BEN.M30502 T
2A.DE.x.PEI2. U22047
2A.GH.x.GH1.M30895
2A.IN.NNVA.NEW
2A.IN.95.CRIK
A.GM.x.MCR35.AY 509260
2A.GM. 87 D194.104542
22.GM.X.ISY.JO4498

SAL oo A-TA--G. -AGA-GCA-
A.C-TCT-CA-TA--G G -

‘GM.x. MCN13.AY509259
DA.GW.86.FG.J03654 .
DA.GW.87.CAM2CG.D00835 L--TG-- “C- o A--G.------G--AGA-GCA-GTTA- . .-~
DA.GW.x. ALLAF082339 L--TG-- C- o <<G.------A--AGA-GCAGGTTA- . .AG-
2A.GW x.MDS.Z48731 - C- . <<G.------G--AGA-GCA-GTTA-. .-~
2A’SN.85.ROD.M15390 C-G-C- o <<G.------G--AGA-GCA-GTTA- ..
H2AB.CL90.7312A 36874 - .C- A-TA- - -A--AGA-GCA-GT-A- . .
H2B.CL88,UCI.LO7625 .C- .- --A--AGA-GCA-GTTG- .

O CLx EHO. (2720 C- . _ &ca-

H2B.GH.86.D205.X61240
H 2B JP.01.KR020.AB100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

.US.x.251
AC.U .X.25I_32H

AC.US.x.251
AC.US.x.17EC1.AY (033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y0027
AC.US .x.SMM142B BD131285-
MNE.US.82.M
MNE.US MNE027AU79412
M.US.x.F236
M. {9.M80194
M.US.x.PBJ14

‘PBJA.M31325
PBJ

P]

'PGM53. AF07701 7
'SME543.U72748

TMAUS x.STM.M83293
Ag.HL x.80035.AY611486

v Lhnnnnnn
o

AC.USx.95112.AY588946
AC.US.x.96016.AY607701

AC.USx.190131.AY576481
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MAC.US.

2A.CL8

H2AB.CM.03CM_510_03.NEW ..

x.239
8.UC2.U38293

2A.DE.x.BEN.M30502
2A.DE.x.PEI2. U220475

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

SMM.SL.

v LVNLVNLVLVNNY

TMAUS

92.SL92B.AF334679
Xx.MAC239

x.251

X.251_32H

x.25

X.17EC1.AY033233
.17EFR.AY (33146

00 3¢ b e
)
=

= =
=0
-‘>J>
=~
N\
=
o
by

N....

MNE027AU794 12
F236

H9.M80194
PBJ14
PBJA.M31325
PBJ

P]

GMS53. AF07701 7
ME543.U72748

x.STM.M83293
x.80035.AY611486

!

SX.95112.AY588946

.Xx.96016.AY607701

GGTACTCAATA.AT.AAGAAGACCCTGGTC.TGTTAGGAC. .. ... ..ooeunt

-TGTTCATC-GAG.T--C---
-TGTTCATC-GAG.T--C
-TGTTCACC--AG.TG-C

H2A GH.x GHT.M308 ~TGTTCATC-GA- . T--C
H2AIN.NNVA.NEW -TGTTCACC-GAG. T--C
H2AIN.95.CRIK ~TGTTCATC-GA- . T--C---
H2A GM.X.MCR35.AY509260 -TGTTCATC-GA- .T--C- -~
H2A GM 87.D192 704542 ~TGTTCATC-GAG.T--C-- -
H2A GM x ISY.J04498 ~TGTTCTCC-GAG.T--C---
HZA.GM.xMCN13.AY509259 -TGTTCATC-GA-.T--C---
H2A.GW 86.FG.J03654 ~TGTTCACC-GT- . T--C---
HIA GW.87.CAM2CG D00835 - TGTTCACC-GA- .T--C---
HIA GW x. ALLAF082339 GTTCACC-GAG.T--C- - -
H2A GW.x MDS .Z4 ~TGTTCACC-GA-.T--C
H2A SN.85.ROD.M15390 ~TGTTCACC-GAG.T--C
H2AB.CL90.7312A.L36874  -TGTTCAGC-GA-.T--.
H2B.C1.88.UC1.L07625 ATGCTCT-C--A-AT--A.
O CLx EHO. (2720 ~TGCTC--C--G-A....

HIB GH.86,0205.X61240 ~TGCTC--C-GA. .

2B TP 01 KROSD AR 100245 .

CIGTIGCGT Gl :

-AG-T---CCT..
--GT-C-GGAT. .

-CCTGGTCTGTTAGGAC
-CCTGGTCTGTTAGGAC

5" LTR U5 end, Lys tRNA primer binding sjte
.GAAAATCCCTAGCAGATTGGCGCCTGAACAGGGACTTGA . AGGAGAGTGAGAGACTCCTGA . GTACGGCTGAGTGAAGGCAGT

sjuwugI Y

6ST

ACIUS X0 13T AY 76481 .

HIV-2/SIV Com-
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MAC.US.
2A.CI.88.UC2.U32(3)293

H2B.GH.
H2B.JP.0

x.239

.C
2A.GM.x.MCR35.AY 509260
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498

Nll:%NU .AY509259
.87.CAM2CG.D00835

2A.GW.x.ALLAF082339
2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390
H2AB.CI.90.7312A.L36874
H2B.CI.88.UC1.L.07625
H2B.CI.x. EHO.U27200

86,D205.X61240
1.KR020.AB100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.
Sx. MAC239

92.SL92B.AF334679

x.251
x25132H
X I 7EC1 AY033233

M
MNE027 U79412
F236
{9JM80194
BJA.M31325
PBJ

P]

PGMS53.AF077017
.SME543.U72748

X, STM M83293
.x.80035.AY611486

BRAABBLS ST
*%%%%%?%-N

S.x.81035.AY599200

x.85013.AY611490

S:X.96093.AY611489

X.96114.AY 588945

X190131.AY576481

AAGGGCGGCAGGAACCAACCACGACGGAGTGCTCCTATAAAGGCGCGGGTC. . .
C-AAG-TAC-A-

A

>>>>>>>>>>>>>

-TTGA-CCGGTGCCA-T

sawouan) a9|d
-wo) AIS/C-AIH

- A.C
“CTACACC - - - - AATTGTAGCCAG .
-CTACACCG- - -A.CTGTAGCCAG.

:E¥QCACC :--¢ CTGTAGCCTG
TETACACCS T TA CTCTAGCCAA,
CTACACC- - ~-A. CTGTAGCCG. A
CT-CA--TTTT-
CT-CA--TTCT -

AA -
AG.A---GGCTA--TATCC-
AG.A---GGCT- - -TATCC-

“A--GGGCT - - CTATCC-
A--GGGCT- - -TATCC-
A---GGCT---TATCC-

-TATCC-
- - -TATCC-

GCT
-GGCT

-GCT-TAA-GA-

-.GCCTCTG--A----

.-CCC-A-TTTTGA-
-CCC-A-TTTTGA-
.-CCC-A-TTTTGA-
-CCC-A-TTTTGA-
-CCC-A-TTTTGA-
-CCC-A-TTTTGA-

-GGA- - -AG- . -CCC-A-TTTTGA-

L -T-GGA- - -AG- . -CCC-A-TTTTGA-
G-GG----AT-.G--C-A-TCTTGA-

GGCT- - -TATCC--CT..TTT--A

..C--CT-TA--G-A
...C-GCT-TAAG-AA
....C--CT-T.AGGAC
---....C--CT-TAA-GA-
---....C--CT-TAAG-AA

C

.A-CC-A-CTTG-AT

A

71
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191

Gag and Gag-Pol start

A
MAC.US x.239 GGTAATAAGATA. GAGTGGGAGATGGGCGTGAGAAACTCCGTCTTGTCAGGGAAGAAAGCAGATGAATTAGAAAAAATTAGGCTACGACCCAACGGAAAGAAAAAGTACATGTTGAAGCATGTAGTATGGGCAGCAAATGAATTAGATAGATTTGGATTAGCAGAAAGCC 1200
Gag MG V. R N S V L S G K K A D E L E K I R L R P N GK KK Y ML KH V VWAANETLTDIRTF G L A E_ S_

*2A.CI.88,UC2AU3§(§)293 CAGGTAG-

2A. - - --C--AG- - --AG- - T----G---GG- GAG- Goeoooes

2AIN.95.CRIK CA - - --C-- “ZAG- TIIG--Sge- : B
A'GM.X.MCR35.AY509260 /YCT N SO e - C IS R 8ot QLI

2A.GM.87.D194.704542 -AGA. TT- --C-- “ZAG- : 8 b A SO SO

2A.GM x.1SY.J04408 CA -AGA. .TT- See- “ZAG- S22G---GG- : QLI

2A.GM.x MCN13.AY509259 -AGA. | TT- --C-- AAC 221G--2G6-- 8ot gIIIIIlE

A GW80.FGJ03654 ca -AGA. [ TT- --C-- “ZAG- 222G---G6- A S gLl

2A.GW.87.CAMICG.D00835 -AGA. TT- --C-- --AG- I ' Al AL- gIIIIIIE

DA.GWx.ALLAF082339 “AGA. TT- e SIAG---i- TG : : :

2AGWx.MDS.Z4873 1 -AGA TT--- —C-- :

2A.SN.85.ROD.M15390 CAGGTAG-AGA. T+~ -mnomeoComnm-

H2AB.CL90.7312A.L36874 .-AGTAGG-CAT.A-- -- - < S S

2B CLS.UCI 107625 - -AGTAGG-CAT .A- - -

OB CLxEHO.(27200 A-GGTACG- -AT.A- - -

H2B.GH.86,0205.X612 ~-AGTAGG-CAT . A- - --

OB P01 KRO2IABTON S - ACTAGG.CATIA.- -

H2AB.CM.03CM_510_03.NEW . -AGTAGG-CAT. -

H2G.CL92.ABT96.AF208027 ~ A--C-GGTAGA- .

H2U.FR.96.12034.AY530889  A-AGG--GT---.

SMM.SL.92.SL92B.AF334679  TAGGTAG-AG- - .

ACUSXMAC239 —--oooo-

.US.x.251
ACAH; x.251 32H

AC.US.x.251
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00277 -
AC.US.x.SMM142B.BD131285-
82.MN]

NE.US.82.MNE -A--
MNE.US.x.MNE027.U79412  -A---------
SMM.US x.F236 R L L i (REET R EEEE CEEE L LR
SMM.US .x.H9.M80194
SMM.US x.PBJ14
SMM.US x.PBJA.M31325
SMM.US x.PBJ
SMM.US x.PBJ
SMM.US.x.PGMS53.AF077017
SMM.US x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.USx.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481
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-Wo) AIS/C-AIH

MAC.US x239 T AR A AT TR LA T T LG T TG T A TT AT G A AT LAGAMATT TAAAAAGC CTTTATAATACTGTCTGCGT CATCTGTGCAT TCACGCAGARGAGARAGTGAAACATATGAGGAAGCAMACAGATAGTGLAGAGA 1370
ag

*2A.C 88. UC2 U38293 ---
BEN.M3050!

PEI2. U22047 ---
GHI M%V 95 ---

X.MCR35.AY509260 --- - - - - -- - -- R P
.87.D194.104542 .- - - - -- - - - -
1 TCA A

Y 104498 - A (o VR SN R - , ,
CNI13.AY509259 --------TCA- : CIAATol . : SR
‘GW.86.FG.J03654 cceecoi-TCA- e i SO . CIIIIIIIIIIIIIIIIIIIIIIIIIN
A OW e CANCG, DQO83s --- - - T To---A - i TALIIIIIIIN
DA.GW.x.ALLAF08233 - - . . _
DA.GW x.MDS Z48731 -
2A'SN.85.ROD.M15390 -
H2AB.CL90.7312AL36874 - . _
H2B.CL88.UCI.LO7625 - -ATCA- - Too-A--- - T-AC---T-G--
H2B.CILx. EHO.U27200 G - - - - --C - TT---C-G--
- TCA- T---AAA - - I _

IS
>.>.......>>

"‘O
o

H2B.GH.86,D205.X61240
H2B.JP.01.KR020.AB100245 -
H2AB.CM.03CM_510_03.NEW - S
H2G.CL92.ABT96.AF208027 - - _
H2U.FR.96.12034.AY530889  --------GC-- - I . .
SMM.SL.92.SL92B AF334679 -
AC.US.x.MAC239

AC. 2. -
AC.US.x.251_32H -
AC. 2 -
AC.US.x.17EC1.AY 033233 -
AC.US . -

USx-MM142.Y00277
SMM14ZB BDI131285-

2>
9!
c
5
00 4 2 0 4 M
I\)' i
SOIJnhan
3 2o
%
>
=
=)
s
RN}
38

MNE.US. .-
MNEDS S3s27 09412 -
SMM.US.x.F236 - Tooo--A--
SMM.US x H9.M80194 - B SR
SMM.US x. -
SMM.US x PBIA.M31325 -
SMM.US X PBJ -
SMM.US x P -
SMM.US.x PGM53.AF077017 -
SMM.USx.SME543.U72748 -
STM.US.x.STM.M83293 -

AC.US.x.80035.AY611486

USX.95058'AY611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

&
c
9
><
)
=
S
]
6 <
Bt
2
=
%
&%

AC.USx190131.AY576481

sawoudy) a[dwo) AIS/T-ATH
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Gag p17 Matrix enc}vGag p24 Capsid start

MAC.US x.239 CACCTAGTGGTGGAAACAGGAACAACAGAAACTATGCCAAAAACAAGTAGACCAACAGCACCATCTAGCGGCAGAGGAGGAAATTACCCAGTACAACAA. . . ATAGGTGGTAACTATGTCCACCTGCCATTAAGCCCGAGAACATTAAATGCCTGGGTAAAATTGATAGA 1537
Gag H L V V E TG T T ETMPKTSRPTAZPS S GR GG NY PV QOQ_ . I G GN_Y V HLP L SPRTLNAWVKILTIE

H2A.C! 88 UC2.U38293
H2A DE N.M305

CR35.AY509260
194.104542

Y.J04498

.GM.x. MCN13.AY509259

2A.GW.86.F

2A.GW.87.CAM2CG.D00835

2A.GW.x.ALL.AF082339

2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.1.36874

H2B.CI.88. UCl .L07625
H2B.. Chx

0
H2B.JP.01 6KROZO A%100245
H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC. H; X.MAC239

x.251
AC.US x.251732H
US.x.25

AC. 251
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495 -
AC.US.x.2065.AY611493 -
AC.US.x.MM142.Y00!
AC.US.x.SMM142B.BD131285-
NE.US.82.MNE

MNE.US.x.MNE027.U79412

SMM.US x.F236

SMM.US .x.H9.M80194

SMM.US x.PBJ14

SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x.P!

SMM.US.x.PGMS53.AF077017

SMM.US x.SME543.U72748

STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

eIEe
TG----GC-G--
T6----6C-G--
GC-G- -
HeliEe
-TA-A---C-G--
- GC----T

HIV-2/SIV Com-

plete Genomes

sjuwugI Y
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%/IAC.US.X.239 GGAAAAGAAATTTGGAGCAGAAGTAGTGCCAGGATTTCSGGCACTGTCAGAAGGTTGCACCCCCTATGACATTAATCéGATGTTAAATTGTGTGGGAGACCATCSAGCGGCTATGC6GATTATCAGAGATATTATAAACGAGGAGGCTGCAGATTGGGACTTGCSGCACC 1707

*2A.C 88. UC2 U38293
BEN.M3050!

PEI2. U22047
GHI M3 95

CRIR
X MCR35.AY509260
'87.D194.704542
1SY.J04498
CN13.AY509259
‘GW.86.FG.J03654
A OW e CANCG, ES
DA GW X ALLAFOR233
OAGW x.MDS 748731
2ASN.85.RODM15390
H2AB.CL90.7312A. 136874
H2B.CLL88.UCI.LOT625
H2B.CT.x BHO. 127200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92. ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B. AF334679
AC.US x MAC239

IS
>.>.......>>

"‘O
o

AC. 251

AC.US.x.251_32H

AC.US.x.251

AC.US.x.17EC1.AY 033233

AC.US.x.17EFR.AY033146

AC.US.x.1937.AY611

AC.US.x.2065.AY61 1493

AC.US.x.MM142.Y00277

AC.US.x SMM142B BD131285---6
8

N ?

MNE.US.
MNE.US.xAMNE027AU79412
SMM.US.x.F236

SMM.US .x.H9.M80194
SMM.US x..

SMM.US x.PBJA.M31325
SMM.US x.PBJ

SMM.US x.P.

SMM.US x.PGM53. AF077017
SMM.US.x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

USX.95058'AY611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

AC.USx190131.AY576481

sawouan) a9|d

-Wo) AIS/C-AIH

— =~ —H0-N

sawoudn) AR[dwo) AIS/T-ATH
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%/IAC.US.X.239 CACSACCAGCTCCA ......... CSAC/‘;AGGACSACTTAGGGAGCCGTCAGGATCAGATATTGCAGGAACAACTAGTTCAGTAGATGAACGAATCCSGTGGATGTACAGACG\ACSGAACCCCATACCAGTAGGCAACATTTACAGGAGATGGATCCG\ACTGGGGTTGCSA 1868

*2A.C 88. UC2 U38293
BEN.M3050:

PEL2. U22047 - CA--A- . . CIIIIALIIIE
GHIM3095 C--CTT. ¢ Sl c- . TALIGALIIIIIIAIIIIE
EW : . Y Tl _

Rk
X.MCR35.AY509260
'87.D194.J04542
1SY.J04498 -- - S --C--A--T--ACG------T--C-- - TIIIEIIIIE
CN13.AY509259 - ORRRE S W el S O
‘GW86.FG.J036354 - ORRRRN R s A el I TIIIIATIEINEE
A WA CAMICE: DO835 - DRI --C--A--C- <oC-- A i
2A.GWx ALLATOS233 o S : :
DAGW.x.MDS.Z48731
2A'SN.85.ROD.M15390 S i Al
H2AB.CL90.7312A.L36874 s - - Beeemeeeeens
H2B.C1.88.UCI.L07625 . --
H2B.CL.x. BHO.U27200 <166 -6C
H2B.GH 86,D205.X61240  -GIC-----
H2B JP.01.KR020.AB 100245 - : :
H2AB.CM.03CM_510_03.NEW -GTC----- - U - R -y N
H2G.CL92.ABT96.AF208027 e - } ;
H2U.FR.96.12034.AY530889 -C- S CCA. ... -C-
SMM.SL.92.SL92B.AF334679 ;
ACUSKMAC230 oo e oo ..

)
e o
Aisaa e
G‘
ﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁ(’ﬂ

AC. 251
AC.US.x.251_32H
AC.US.x.251
AC.US.x.17EC1.AY 033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611
AC.US.x.2065.AY61 1493
AC.US.x.MM142.Y00277
AC.US x.SMM142B BD131285- - -

MNE.US.82.M

MNE.US.xAMNE027AU79412

SMM.US.x.F236

SMM.US .x.H9.M80194

SMM.US x.

SMM.US x.PBJA.M31325
SMM.US x.PBJ

SMM.US x.P.

SMM.US x.PGM53.AF077017
SMM.US.x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486 ~ --------------.. . ... .. ------

USX.95058'AY 611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

AC.USx190131.AY576481

HIV-2/SIV Com-
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MAC.US.
Gag

*2A.C 8

x.239
8. UC2 U38293
BEN.M3050!

PEI2. U22047
GHI M3 95

K
X.MCR35.AY509260
. 7]3194 104542

Y.J04498
CN13.AY509259

2A.GW.
2A.GW.
2A.SN.

H2B.CL.8:
H2B.CLx.
H2B.GH.

H2B.JP.0

H2AB.CM.03CM_510_03.NEW

o

.FG.J03654

.GW.
2AGW. 87 CAM2CG. D00835

X. ALI AF08233
x.M

DS.Z48731
85.ROD.M15390
H2AB.CL

90.7312A.L36874
8.UC1.L07625
EHO.U27200
.86.D205.X61240
1.KR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY530889

SMM.SL.

“v LVNLVNLVLLY

92.SL92B.AF334679
Xx.MAC239

*
)
G
w
¥
T

17EC1.AY033233

USx-MM142.Y00277
SMM14ZB BDI131285-

00 B b b ba b 24 ¢
t
S
X =
- l
A
=
X
&
8o
D

N ?

MNE027AU794 12
F236

H9.M80194
)B}A.MB 1325

P]

PGM53.AF077017
ME543.U72748

X, STM M83293

<

S.x.80035.AY611486

USX.95058'AY611494

5086.AY607703

US.x
X.95112.AY 588946

SX.96081.AY 597209

.X.96093.AY611489

Xr90131.AY576481

sawouan) a9|d

-Wo) AIS/C-AIH

AAATGTGTCAGAATGTATAACCCAACAAACATTCTAGATGTAAAACSAGGGCCAAAAGAGCCATTTCéGAGCTATGTAGACAGGTTCTACAAAAGTTI'AAGAGCAGAACéGACAGATGCAGCAGTAAAGAATTGGATGACTCéAACACTGCTGATTCGAAATGCTAACCC 2038

sawoudn) AR[dwo) AIS/T-ATH
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MAC.US x.239 AGATTGCAAGCTAGTGCTGAAGGGGCTGGGTGTGAATCCCACCCTAGAAGAAATGCTGACGGCTTGTCAAGGAGTAGGGGGGCCGGGACAGAAGGCTAGATTAATGGCAGAAGCCCTGAAAGAGGCCCTCGCACCAGTGCCAATCCCTTTTGCAGCAGCCCAACAGAGG. 2207
Gag b CK L V L K G L GV NPT L EEMLTACOQGV G GP GQKARLMAEALIKEALAPV P I P F A AALOQQR_

H2A.C! 88 UC2.U38293
H2A DE N.M305

CR35.AY509260
194.104542
Y.J04498

.GM.x. MCN13.AY509259

2A.GW.86.F

2A.GW.87.CAM2CG.D00835

2A.GW.x.ALL.AF082339

2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.1.36874

H2B.CI.88. UCl .L07625
H2B.. Chx

0
H2B.JP.01 6KROZO A%100245
H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC. H; X.MAC239

x.251
AC.US x.251732H
US.x.25

AC. 251
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495 -
AC.US.x.2065.AY611493 -
AC.US.x.MM142.Y00!
AC.US.x.SMM142B.BD131285-
NE.US.82.MNE

MNE.US.x.MNE027.U79412 -

SMM.US x.F236

SMM.US .x.H9.M80194

SMM.US x.PBJ14

SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x.P!

SMM.US.x.PGMS53.AF077017

SMM.US x.SME543.U72748

STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

Rl

A--A--GA----C--T---T
~TT----GCCAC-C--

Gag p24 Capsid enq\fGag P2 Spacer start

HIV-2/SIV Com-

plete Genomes

- -T-AAAC- -TACAG-CC-A-
<-T-ACA---TA----T--A--

Gag p2 Spacer enq\rGag p8 Nucleocapsid start

---A-GGGGTCTTT-G-GG-

. T—————A

[ . A.
AGCACAGTTTAGGGG GCAGC-A

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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sawouan) a9|d

-Wo) AIS/C-AIH

Gag-Pol -1 ribosomal slip site
ol start
Gag p8 Nucleocapsid enq\r Gag pl Spacer start

%411\C.US.X.239 ..... GGACCAAGAAAG. . .CCAATTAAGTGTTGGAATTGTGGGAAAGAGGGACACTCTGCAAGGCAATGCAGAGCCCCAAGAAGACAGGGATGCTGGAAATGTGGAAAAATGGACCATGTTATGGCCAAATGCCCAGACAGACAGGCGGGTTTTTTAGGCCTTSGT‘%CA 2369
0!

Gag .~ G PRK.PIKCWNLCGKEGHSAROQCRAPRRLOGCHEKCGKMDHVMAKCPDROAGFLGELGP
G---C- - A--T G -

2ACI 88.UC2.U38293 . Ao -G---
A.DE.x.BEN.M30502 . .
2A.DE.x.PEI2.U22047

2A.GM.x M
2A.GM87.D194.704542
X.ISY. 498

WS
2A.GWx.ALLAF082339
DA.GW x.MDS.Z48731 . . el . CallIAL Al
A SN'85.ROD M 15390 . R L N S G---- - . TCALICALCIIIAIALL
H2AB.CL90.7312A 136874 e -GG GAGGGA- -G-G-CA--C-----C- . - - -CCA-GA--CAAC----- A--

H2B.CI1.88.UC1.L07625 . -GG -AG-GAGGGA-0G-G-CA- -C- - -C- - -G - - -CAA-GA--CA-C---T-A--
H2B.Cl.x.EHO.U27200 . -GGG-A A--G-G-CA--C----- C--C--C--6- - - -GA--CA-C---T-A--
H2B.GH.86.D205.X61240 . e AC CAccA T EATIEI e —--C- - - e ~CA-GA--CA-C---T-A--
H2B.JP.01.KR020.AB100245 ... ..-C-GGG-AG-GAGGAG--G-G-CA--C-----C- - ceens ~CAA-GA--CA-C---T-A--

H2AB.CM.03CM_510_03.NEW ..... . -AG-GAGGGA--G-G-CA--C
H2G.C1.92.ABT96.AF208027 . .ACA---GG--A--G-AGCA----A--A--
H2U.FR.96.12034.AY 530889 .GGC--C-----G-G-.
SMM.SL.92.SL.92B.AF334679 AAGGCCA GGG-
AC.US.x.MAC239

US.x.251
AC.U! ,x.25 1_32H
US.x.251
TEC1.AY033233

X,
AC.US.x.17EFR.AY033146
x.1937.AY611495

5 2.Y00277
AC.U: .x.SMM142B BDI31285.
.82.MN]
.x.MNE027.U79412

MNE.US

SMM.US x.F236

SMMUS X HO.M80194

SMM.US x.P

SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x.PBJ

SMM.US x PGM53.AF077017

SMM.USx. SME543.U72748 ... --- -
STM.US.x.STM.M83293 o . - AR G--T-A--G---G-

>
g)
c

.x.80035.AY611486 R
Agg; x.81035.AY599200 e

'AC.US x.92050.AY 603959
AC.US.x.92077.AY 599201

AC.USx.96123.AY611487
AC.US X.96135 AY607702

AC.US.Xr90131.AY576481 & 1iiivmmemmemmnn- i

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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Gag p1 spacer end Gag po start
MAC.US x.239 TGGGGAAAGAAGCCCCGCAATTTCCCCATGGCTCAAGTGCATCAGGGGCTGATGCCAACTGCTCCCCCAGAGGACCCAGCTGTGGATCTGCTAAAGAACTACATGCAGTTGGGCAAGCAGCAGAGAGAAAAGCAGAGAGAA
Pol S G E A P Q G S S S G c_S G S C G S A K E G Q

Gag WGKKPRNFPMADVHOG[IVIPTAPfPfEDPAVDE[WNYMOEGKOOREITORE I
- -(G;»»GC»»A(G; gﬁGAG CCATACAAGGAGGTGACGGAA...GACTT 2580

H 2A CI.88.UC2.U38293 A-

H2A DE.x.BEN.M30502 GAG- CCATACAAAGAGGTGACGGAG. . .

H2A DE.x.PEI2.U22047 A G
H2A.GH.x.GH1.M308 A AT

H2A.IN.NNVA.NEW A G
H2A.IN.95.CRIK A A .. .GACCT 2325
H2A.GM.x.MCR35.AY 509260 A--A-------TA--T-----A-----C--A--GG----A--T------CAA--A--AAGA--A------ C- -AGAGAGAG- CCATACAAAGAAGTGACAGAG. . .GACTT 2025
H2A.GM.87.D194.J04542 A -GC- -AG-GAGAG- CCATACAAGGAGGTGACGGAG. . . GACTT 2024
H2A.GM.x.ISY.J04498 A -CCATACAAAGAAGTGACAGAG. . .GACTT 2021
H2A.GM.x. MCN13.AY 509259 A G- CCATACAAAGAAGTGACAGAG. . . GACTT 2025
H 2A.GW,86 FG.J03654 A GACTT 2018
H2A.GW.87.CAM2CG.D00835 A C- -AGACAGAG - CCATACAAAGAGGTGACAGAG. . . GACTT 2589
H 2A GWx ALI AF082339 A--A-------CA--G-----A-C---C-----GG--C-G--T------CA---G-GAA----A----- GC- -AGAGAGAGGCCATACAAAGAGGTGACGGAG. . .GACTT 2573
H2A.GW. DS.748731 - A -G--GC- -AGAGAGAG- CCATACAAAGAGGTGACAGAG. . . GACTT 2024
H 2A.SN.85.ROD.M 15390  --------------------C-- A--A-------T---T-----A--------A--GG----A--T------CAA--G--AAGA-------- GC- -AGAGAGAG- CCATACAAGGAAGTGACAGAG. . .GACTT 2023
H2AB.CI.90.7312A.L36874 - - ---TCC-GCAGTG- - GATGCTGAAAAGCTACATGCAACTAGGGAA 2562
H2B.CI.88.UC1.L07625 - - -C--- -C - - - - - - -TCCAGCAGTG- -GATGCTGAAAAGCTACATGAAGATGGGGAG 2561
H2B.CL.x. EHO.U27200 =~ --------------T--- . - AG G - ~-AC-CCTC-6GGTG - - - -TCCAGCAGAG - - GATGCTAAAGAACTACATGCAACTAGGGAA 2551
H2B.GH.86.D205.X61240 = C -T--- -GCA- - CCATCTGC- - TGC- - - TCCAGCAGTG- -GATGCTGAAAAGTTACATGCAGATGGGGAG 2556
H2B.JP.O1.KR020.AB100245 ~ ------------=-T-----C-- - - - AC -A ~-AC-CCTC-GOGTGCAAT-CCATCTGC - - CC-CTGC - - - TCCAGCAGTG- - GATGTTGAAGGACTACATGCAGCTAGGGAG 1702

------- —-A- - - --A-A-RGCA- -AC-CCTC-GGGGG- -ACACCATCTGC - - CC- CTGC - - - TCCAGCAGTG - - GATGCTGAAAAGCTACATGCAGATGGGGAA 1692
------- <C-----C- <-T-A--A--A--GAT-----=<--A=-A--C=-A--G=----T----==--RC----G-G-A----A-AG--G..
-- -C-----C-C A <-C--T----CA--A----- Accmemmee G-CCCCGACAGCC-CTCCA-CGG-C - CAGCAGTG- -TCT- -
-T......C-A-CA-CC-G-A--GTC--GG-GTAT-TAGA-AAAGCA- - -AG-GA-A=G-CA. . .o\ ee et tee et e eeieeeaeens

H2AB.CM.03CM_510_03.NEW --
H2G.CL.92.ABT96.AF208027 --
H2U.FR.96.12034.AY 530889 --
SMM.SL.92.SL92B.AF334679 - .
AC.US.X.MAC239 coimmmei oo
S.x.251
AC.US.x.251_32H
US.x.251
.17EC1.AY033233

B s e Ko e e b B

2
Z
m
()
@
%

MNE027 U79412

M.US 6
{9 M80194

PBJ14
’B}A M31325

15

><><><><><><><>< Z><'

GMS’% AF077017
SME543.U72748

X, STM M83293
XB0035. AY 611486 === - - - s s s s e eeieoooooioo---

[slalelalatale

5

“v VNNV

_,
BRE 2222222
o

>

z

=

s

e

%

4

g

3

>
s}
[
7
»
0
]
=
!
>
=
2
=
\O
=1

AC.USx.92050-AY 603959

AC.US'x.95058-AY611494
AC.US.x.95086. AY607723

AC.USx.97074.AY599198
AC.US Xr80025.AY 576480
AC.USXr90131.AY576481

HIV-2/SIV Com-
plete Genomes
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sawouan) a9|d

-Wo) AIS/C-AIH

Gag end
f()l Protease start Gag p6 end
%4/1\C,US,X.239 AGCAGASAGAAGCCTTACAAG gAGGTGACAGAGGATTTGCTGCACCTCéATTCTCTCTTTGGAGGAGACCAGTA GTCACTGCTCATATTGAAGGACéGCSTGTAGAAGTATTACTGGATACAGGGG(C;TGATGATTCTAETGTAACAGGAAEAG 2663
ol
Gag . U S REKP Y K OTE VT EDLLHRTLNSTLF G G D__Q _x#
H2A.CIL.88.UC2.U38293 ACTGCACCTCGAGCAGG -
H2A DE.x.BEN.M30502 GCTGCACCTCGAGCAG
H2A DE.x.PEI2.U22047 ACTGCACCTCGAACAA
H2A.GH.x. GHI M30895 ACTGCACCTCGAGCAG GCA---C
H2A.IN.NN ACTGCACCTCGAGCAGG- - - -AGCA- -C-G-
*2A IN. 95C K CTGCACCTCGAGCAGG-- G GCA--C-G-G
H2A.GM.x.MCR35.AY509260  ACTGCACCTCGAGCAGG- - - -AGCA--A- - - -GA
H 2A GM.87.D194.J04542 ACTGCACCTCGAGCAGG- - - ---C---CC---GA
H2A.GM.x.ISY.J04498 GCTGCATCTCGAGCAAG- - - - - -CA--AC- -
H2A.GM.x.MCN13.AY509259 ACTGCACCTCGAGCAGG- --
H2A.GW.86. CTGCGTTTCGAGCAGGC -
H2A GW.87.CAM2CG.D00835  ACTGCACCTCGAACAAG
H2A.GW.x.ALL.AF082339 ACTGCACCTCGAGCAGG- - - - - -CA- -
H2A.GW.x.MDS.Z48731 GCTGCACCTCGAGCAGG- -A- - - CA--A-G- -
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H2AB.CM.03CM_510_03.NEW ACAACAGAGAGAG---C- -
H2G.C1.92.ABT96.AF208027  ............. CAG---A-C--A--C------...

H2U.FR.96.12034.AY 530889 .. .CAAAAGGAG-A-------- GA--A------ -
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AC.US .

USx-MM142.Y00277

2>
9!
c
g
00 4 2 0 4 M
IO ~Jnnn
3 e
“
5>
..<
=)
=
RN}
la-\

AC.US .SMM14ZB BD131285- - -
MNE.US.82.M
MNE.US.xAMNE027AU79412
SMM.US x.F236
SMM.US x.H9.M80194
SMM.USx.

SMM.US x PBJA.M31325
SMM.US x.PBJ

SMM.US x.P

SMM.US x PGM53.AF077017
SMM.US x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

USX.95058'AY611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

SRR = o — R — D1t
DBRWOCEIRAENS—T £

AC.USx190131.AY576481

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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6LT

Ilylzi\C.US.x.B‘) CTTACCAGTTGAGAAGGATGTATGGGAACAGTSGTGGACAGACTATTGGCAGGEAACCTGGATAC CGGAATGGGATTETATCTCAA%ACCACCGCTAGTAAGATTAGTCTTCAATCTAGTGACGGACCCTATAGAGGGAGéAGAAAECT#TT¢TACAGATGGAT(C3ATSTA 4187
0

*2A.CI.88,UC2AU3§(§)293

2A.
2A.IN.95.CRIK
A.GM.x.MCR35.AY509260
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY 509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALI.AF082339
2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390
H2AB.CI.90.7312A.1.36874
H2B.CI.88. UCl .L07625
H2B.. Chx

H2B.JP.01 6KROZO A%100245
H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

x.251
AC.US x.251732H
U 1

AC.US.x.2
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00!
AC.US.x.SMM142B.BD131285-
NE.US.82.MNE

MNE.US.x.MNE027.U79412
SMM.US x.F236

SMM.US .x.H9.M80194
SMM.US x.PBJ14

SMM.US x.PBJA.M31325
SMM.US x.PBJ

SMM.US x.P!

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

“CT-G--AGGA- -
C--G--A-A--

:CT----AGG---T

<Co-As-A--
N P
-C--G--AGG-- -

--CC----AAAG-T-

HIV-2/SIV Com-

plete Genomes

--CC----AAAG- TG

Pol RT end Pol p15 RNAse H start
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sawouan) a9|d

-Wo) AIS/C-AIH

MAC.US x.239 ATAAACAGTCAAAAGAAGGGAAAGCAGGATATATCACAGATAGGGGCAAAGACAAAGTAAAAGTGTTAGAACAGACTACTAATCAACAAGCAGAATTGGAAGCATTTCTCATGGCATTGACAGACTCAGGGCCAAAGGCAAATATTATAGTAGATTCACAATATGTTATG 4357
Pol C N K QS KE G KA G Y I T DR G KD KV KV L E QT TNIQQATELEAFTLMATLTHDSGP KANTITIV DS QY V
H2A.C SSI%JCZI%J/I%%Z%

PEI2. U22047
GHI M3 95

CRIR
X MCR35.AY509260
'87.D194.704542
1SY.J04498
CN13.AY509259
‘GW.86.FG.J03654
A OW e CANCG, ES
DA GW X ALLAFOR233
OAGW x.MDS 748731
2ASN.85.RODM15390
H2AB.CL90.7312A. 136874
H2B.CLL88.UCI.LOT625
H2B.CT.x BHO. 127200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92. ABT96.AF208027
H2U.FR.96.12034.AY 530889 - -
SMM.SL.92.SL.92B.AF334679 - - - - - »TCCAAGT» ---
AC.US x MAC239

IS
>.>.......>>

"‘O
o

>
O
c
feks
TSI
G
w
¥
T

2>
9!
c
g
00 4 2 0 4 M
IO ~Jnnn
3 e
“
5>
..<
=)
=
RN}
la-\

17EC1.AY033233

USx-MM142.Y00277 G
SMM14ZB BD1312856- -

MNE027AU794 12
F236

H9.M80194
)B}A.MB 1325

P]

PGM53.AF077017
ME543.U72748

US x.STM.M83293
AC.US.x.80035.AY611486

N ?

v LLVVYNVLVY
T

USX.95058'AY611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

AC.USx190131.AY576481

sawoudn) AR[dwo) AIS/T-ATH
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MAC.US x.239
Pol

*2A.C 88. UC2 U38293
BEN.M3050:

PEI2. U22047
GHI M3 95

IR
X.MCR35.AY509260
'87.D194.J04542
1SY.J04498
CNI3.AY509259
‘GW86.FG.J03654
AW AT CAMACG, ES
DA GW X ALLAFOR233
2A'GW.x MDS 748731
2A’SN.85.ROD.M15390
H2AB.CL90.7312A.L36874
H2B.C1.88.UC1.L07625
H2B.Cl.x. EHO.U27200
H2B GH 86,D205.X61240
H2B.JP.01.KR020.AB100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY530889
SMM.SL.92.SL92B.AF334679
AC.US.x. MAC239

IS
>.>.......>>

"‘O
o

>
O
c
*
TSI
[
w
¥
T

7TEC1.AY033233

>
s}
=} =}
5 AR
B e
w

I\)

MNE027AU79412
236

HO.M80194

PBJA.M31325

PBJ

P]

PGM53. AF077017
SME543.U72748

US.x.STM.M83293
AC.US.x.80035.AY611486

v nLnLVLVVY
ol

USX.95058'AY 611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

AC.USx190131.AY576481

GGAATAATAACAGGATGCCCTACAGAATCAGAGAGCAGGCTAG'I'I'AATCAAA'(I)'AATAGAAGAAATGATTAAAAAGTCAGAAATTTATGTAGCATGGGTACCAGCACACAAAGGTATAGGAGGAAAC CAAGéAATAGACCACCTAG'I'I'AGTCAAGSGATTAGACAAG"IJ'TCT 4527

DOOOODNONONONE

-GGT- - -CCAA-

--C-GTG--A-CCAA- -

Y N S

A----A-G---
A----A

<--6--G-T---CAG-
<---G--G-T---CAG-

-GG----CCAA--
--G----CCAG- -

-G-
BV
<GG----CCAA--
--G----CCAG- -

o

[alalalatlalalalalolalel

“A---I-A----ATCACCAA-
~A------A----ATCACCAA-
-A--G---A----

-C

- -AGAG-C-G-A-
---GA--C---A-
--RGAG-C- - -A-
AGA-RCTC-A-
CoT--A-GG--AGA--C-G-G--
C-AG--C-G--AGA--C-G-A--CA---G--

nnnnnnnnnmnnn\

HIV-2/SIV Com-

plete Genomes

[alalalnlnlalalalalatatatall
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-Wo) AIS/C-AIH

Pol RNAse H end Pol p31 Integrase start
Il\)/lzi\C.US.x.239 CT'II_'CTTG GAAAAGATAGAGCCAGCACAAGGAGAACATGATASATQCCATAGTAéTGR"AAAAGAATTGGTATTCAAAT'II('I'GEATEACCCAGAATAGTGGCCAGACAGA'IO'AGTAGACACCTGTG/éTAéATGTCéTCAGAéAGGAGéGGCTATACATGGGCéGGgAAATT 4694
ol

*2A.CI.88,UC2AU3§(§)293

2A.
2A.IN.95.CRIK
A.GM.x.MCR35.AY 509260
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY 509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALL.AF082339
2A.GW.x.MDS.Z48731 - . - R
2A.SN.85.ROD.M15390 . - - - - -TCTCAT-
H2AB.CI.90.7312A.L36874 - . - ----TCAT-
H2B.CI. 88 UCl .L07625 - .. --A-- -- -A--TCAT-
H2B.CLx.El 7 .. - - - - - -
H2B.GH. 6 X612
H2B.JP.01. KROZO ABIOOZ45 .. - - - - -
H2AB.CM.03CM_510_03.NEW - . --A-- -- - - -M-C- -ACA- “A-A- - feeeCe----C-
H2G.C1.92.ABT96.AF208027 . -- - - - - ------A-TT-A-ACC-C-GT--C
H2U.FR.96.12034.AY530889 .. - - -ACA-T----A----A---A-n-aa--A-T--T---C--GTT--C
SMM.SL.92.SL92B.AF334679 - . - - -A-CTCAG- - --A-AACA-C--ACA- -T-A- -A-TG-T---A-C-----C-
AC.US.x.MAC239 S

x.251
ACAH; x.25 {732[—{
TEC1.AY033233

>>>>>>>>>>>

g atalatat

§]

.MNE
MNE027.U79412
F236
H9.M80194
PBJ14
PBJA.M31325
)BJ

GM53.AF077017
SME543.U72748

US x.STM.M83293
AC.US.x.80035.AY611486

%%???????

v LLVUNLUVNKN
e D PEPEDDRRDI

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481
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MAC.US x.239
Pol

*2A.C 88. UC2 U38293
BEN.M3050:

PEI2. U22047
GHI M3 95

RIK
X MCR35.AY509260
$7.D194.704542
1SY.J04498
CN13.AY509259
‘GW.86.FG.J03654
A OW e CAMCG, ES
DA GW X ALLAFOR233
OA.GW x.MDS 748731
2ASN.85.ROD.M15390
H2AB.CL90.7312A. 136874
H2B.CL88.UCI.LOT625
H2B.CT.x BHO. 127200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92. ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B. AF334679
AC.US x MAC239

IS
>.>.......>>

"‘O
o

AC. 251
AC.US.x.251_32H
AC.US.x.251
AC.US.x.17EC1.AY 033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611
AC.US.x.2065.AY61 1493
AC.US.x.MM142.Y00277
AC.US x.SMM142B BD131285- - -

MNE.US.82.M

MNE.US.xAMNE027AU79412

SMM.US.x.F236

SMM.US .x.H9.M80194

SMM.US x.

SMM.US x.PBJA.M31325
SMM.US x.PBJ

SMM.US x.P.

SMM.US x.PGM53.AF077017
SMM.US.x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

USX.95058'AY 611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

AC.USx190131.AY576481

CAGATCTAGGGACTTGGCAAA'[I)'GGATTGTACC CATCTAGAGGGAAAAATAATCATAGTTGCAGTACATGTAGCTAGTGGATTCATAGAAGCAGAGGTAATTCCACAAGéGACAGGAAGACAGABAGCACTATTTCTGTI'AAAATTGGCAGGCAGATGGC CTATTACACAT 4864

AAHAAAAAAHH

G
-G
-G
-G

G

G

G
-G
-G
-G
-G
-G

>rrrr>>>>>>

HIV-2/SIV Com-

plete Genomes
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MAC.US.
Pol

*2A.C 8

x.239

8. UC2 U38293
BEN.M3050:
PEI2. U22047

GHI M3 95

K
CR35.AY 509260

X,
. 7I D194.104542

Y.J04498
CN13.AY509259

2A.GW.
2A.GW.
2A.SN.

H2B.CL.8:
’%BCIX

o

.FG.J03654

.GW.
2AGW. 87 CAM2CG. D00835

X. ALI AF08233
x.M

DS.Z48731
85.ROD.M15390
H2AB.CL

90.7312A.L36874

8.UC1.L07625
.EHO.U27200

B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245

H2AB.CM.03CM_510_03.NEW

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY530889

SMM.SL.
Xx.MAC239

“v LVNLVNLVLLY

92.SL92B.AF334679

*
)
G
w
¥
T

17EC1.AY033233

USx-MM142.Y00277
SMM14ZB BD131285--6-

00 B b b ba b 24 ¢
t
S
X =
- l
A
=
X
&
8o
D

N ?

MNE027AU794 12
F236

H9.M80194
)B}A.MB 1325

P]

PGM53.AF077017
ME543.U72748

X, STM M83293

<

S.x.80035.AY611486

USX.95058'AY611494

5086.AY607703

US.x
X.95112.AY 588946

SX.96081.AY 597209

.X.96093.AY611489

Xr90131.AY576481

000000000

sawouan) a9|d

-Wo) AIS/C-AIH

CTACACACAGATAATGGTGCTAACTTTGCTTCGCAAGAAGTAAAGATGGTTGCATGGTGGGCAGGGATAGAGCACACCTTTGGGGTACCATACAATCCACAGAGTCAGGGAGTAGTGGAAGCAATGAATCACCACCTGAAAAATCAAATAGATAGAATCAGGGAACAAGC 5034
H L H T D NGANFASQEVKMVAWWAGTIEHUHTFGV P Y NZPIQS QG V V EAMNUHHTILIKNA GQTIODRTITRENQ
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s8I

MAC.US.

Pol

*2A.C 88. UC2 U38293
BEN.M3050:

x.239

PEI2. U22047
GHI M3 95

K
X.MCR35.AY509260
. 7]3194 .J04542

Y.J04498
CN13.AY509259

2A.SN.

H2B.GH.
H2B.JP.0

H2AB.CM.03CM_510_03.NEW

o

.FG.J03654

.GW.
2AGW. 87 CAM2CG. D00835
2A.GW.x. ALI AF08233
2A.GW.x.M

DS.Z48731
85.ROD.M15390

H2AB.CI.90.7312A.L36874

H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200

.86.D205.X61240
1.KR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

SMM.SL.

“v LVUNLLVLLVLVY

92.SL92B.AF334679
Xx.MAC239

*
]
G
w
¥
T

17EC1.AY033233

USx-MM142.Y00277
SMM14ZB BD131285- - -

00 B b b b be 24 ¢
t
S
X =
- l
A
=
X
&
)
D

N ?

MNE027 U79412
F236

H9.M80194
)B}A.MB 1325

P]

PGM53. AF077017
ME543.U72748

X, STM M83293

<

S.x.80035.AY611486

USX.95058'AY 611494

5086.AY607703

US.x
X.95112.AY 588946

S'X.96081.AY597209

.X.96093.AY611489

Xr90131.AY576481

AAATTCAGTAGAAACCATAGTATTAATGGCAGTTCATTGCATGAATT'I'I'AAAAGAAGGGGAGGAATAGGGGATATGACTCCAGCAGAAAGATTAATTAACATGATCACTACAGAACAAGSGATACAAT'QI’TCAACéAT8AAAAAACTCAAAATTTAAAAATTTTCGGGTCT 5204

=T

Al

[alatJalalalalalalelalel

HIV-2/SIV Com-
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sawouan) a9|d

-Wo) AIS/C-AIH

Vif start

A
MAC.US.x.239 ATTACAGAGAAGGCAGAGATCAACTGTGGAAGGGACCCGGTGAGCTATTGTGGAAAGGGGAAGGAGCAGTCATCTTAAAGGTAGGGACAGACATTAAGGTAGTACCCAGAAGAAAGGCTAAAATTATCAAAGATTATGGAGGAGGAAAAGAGGTGGATAGCAGTTCCCAC 5374
Pol VY Y R E G R D Q L WK G P G E L L WK GE G AV I L KV GTDI KV VPRRIKAIKTITIIKUDYGGGKEV DS S'S
Vif - - - """"""""" Y- T T T T T T T T T MEEEKRWIAVPT
2A.CIL88.UC2.U38293
2A.DE.x.BEN.M30502

2A.IN.NNVA.NEW
JAIN95.CRIK --
2A.GM.x.MCR35.AY509260
2A.GM.87.D194.J04542
2A.GMx.ISY.J04498 --
2A.GM.x MCN13.AY509259 -- -
2A.GW.86.FG.J03654 <oG---
2A.GW.87.CAM2CG.D00835 -
2A.GW.x.ALLAF082339 <-G---
2A.GW.x.MDS.748731 -

H2A SN.85.ROD.M15390 - <---G---C-
H2AB.CL.90.7312A.L36874 - - . <-C--A--- <-A-- --A-GGC-C-
H2B.C1.88.UC1.1L07625 -

H2B.CI.x.EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245 - - -
H2AB.CM.03CM_510_03.NEW - --R-- <-A-- e ey
H2G.CL.92.ABT96.AF208027 - - --C--
H2U.FR.96.12034.AY530889
SMM.SL.92.SL92B.AF334679
ACUSXMAC239  mmmmm o mm e e e .

S.x.251
AC.US.x.251_32H
x.251
.17EC1.AY033233

[alalalalalalab dalalabTa)

AC.USx-MM142.Y00277
AC.US.x.

MNE.US.82.MNE
X.MNE027.U79412

M.US.x.F236
;IQ.M80194

BJ14
PBJA.M31325
PBJ

£
4
I
c
@
5

15

BJ
GMS53.AF077017
X.SME543.U72748

.X.STM.M83293
.x.80035.AY611486

coaccco
KR e

5

“v VLUKV

H
= 2222228

2
B84 2
coc G
kel

5
G
=l=}

23
L
2
oV}
)
—_0
S
o=}
O

AC.USx.92050-AY 603959

AC.USx.97074.AY599198
AC.US Xr80025.AY 576480
AC.USXr90131.AY576481
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sjuwugI Y



6007 wnipuadwo)) duanbag ATH

L8I

Pol, Gag-Pol, and p31 Integrase end
Il\)/lzi\C.US.x.239 ATGGAGGATACCGGAGéGGCTAGA GAGGTGGCAT AGCCTCATAAAATATCTGAAATATAAAACTAAAGATCTACAAAAGGTTTGCTATGTGCCCCATTTTAAGGTCGGATGGGCATGGTGGACCTGCAGCAGAGTAATCTTCCCACTACAGGAAGGAAGCCATTT 5539
0l

Vif ’W'RIPER[E”’RW'H##SLIKYLKYKTKDLQKVCYVPHFKVGWAWWTCSRVIFPLQEGSHL

2A.CI.88. UC2 U38293 -
2A.DE.x.BEN.M30502 G -

2A.IN.NNVA.NEW
2A.IN.95.CRIK
2A.GM.x.MCR35.AY509260
2A.GM.87.D194.J04542
2A.GM.x.ISY.J04498

2A.GM.x. MCN13.AY 509259
2A.GWA86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A GWx ALI AF082339

A.GW.x.MDS.748731
*2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.L36874 G--

H2B.CI.88.UC1.L07625 -
H2B.CI.x. EHO.U27200 G . [ c{ o
H2B.GH.86.D205.X61240 - - -
H2B.JP.01.KR020.AB 100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027 - vo--T-- -
H2U.FR.96.12034.AY 530889 - ---T---- .. - - - .G- - - - - - -CAC-----

SMM.SL.92.SL92B.AF334679 .. -

AC.US.xMAC239 = -----momooooe T e T T R e

S.x.251
AC.US.x.251_32H
US.x.251
.17EC1.AY033233

COOOOOOOOOORO

CA-G-AAC--T-- C-
A-G----GCATGCC- 5604

= )>)>)>J>)>)>)>)>)>)>)>

H O HOHO O Ao—A—d—A—A—AA—AOAA— A~

2
Z
o
)
@
o

MNE DS 33027 70412 1011IIIIIIIIIIIIIIIINS
SMM.US x.F236 T-- T--AG---T-AG-CT
SMMUS x H9 M80194 T- GT--AG---T-AGGCT----- 5012
SMM.US x.PBJ14 T T T-A-GCT 5306
SMMUS X PBIA.M31325 T T-A-GC 5305
SMMLUS X P T AGGCT 5012
SMM.US x.PB T AGC 5498
SMM.US X POMSs3AFO77017 T “A-TC 5456
SMM.USx SME543.U72748 ~ T- T ToAG- - TAAG-CT-- - 3542
STM.US.x.STM.M83293 Commmmmmmnes A-G--nm-- T C--T-A--GrmmenCommmmme e AGC- - - ~CA-mmmmm oo e CCA------ S Y TooeTeo- G-~ T--T--CT-G--A-G--A-GCA--CC- 5186

AC.US.x.80035.AY611486 -

ACUSx.81035.AY399200 -

ACUSx85013.AY611490 -

AC.USx.92050-AY 603959

AC.US'x.95058-AY611494
AC.US.x.95086. AY607723

AC.USx.97074.AY599198
AC.USXr80025.AY576480 -
ACUSXr90131.AY576481 -

HIV-2/SIV Com-

plete Genomes
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sawouan) a9|d

-Wo) AIS/C-AIH

MAC.US x.239 AGAAGTACAAGGGTATTGGCATTTGACACCAGAAAAAGGGTGGCTCAGTACTTATGCAGTGAGGATAACCTGGTACTCAAAGAACTTTTGGACAGATGTAACACCAAACTATGCAGACATTTTACTGCATAGCACTTATTTCCCTTGCTTTACAGCGGGAGAAGTGAGAA 5709
Vif _EV Q G Y W H L TP EKGWL ST Y AV RTITMW.Y S KNTFWTTDVTPNYADTIIL L HSTYF P CFTAGEV R
H2A.C SSI%JCZI%J/I%%Z%

PEI2. U22047
GHI M3 95

RIK
X MCR35.AY509260
'87.D194.704542
1SY.J04498
CN13.AY509259
‘GW.86.FG.J03654
A OW e CANCG, ES
DA GW X ALLAFOR233
OAGW x.MDS 748731
2ASN.85.RODM15390
H2AB.CL90.7312A. 136874
H2B.CLL88.UCI.LOT625
H2B.CT.x BHO. 127200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92. ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B. AF334679
AC.US x MAC239

IS
>.>.......>>

"‘O
o

AC. 251

AC.US.x.251_32H

AC.US.x.251

AC.US.x.17EC1.AY 033233

AC.US.x.17EFR.AY033146

AC.US.x.1937.AY611

AC.US.x.2065.AY61 1493

AC.US.x.MM142.Y00277

AC.US.x SMM142B BD131285- - -
8

N ?

MNE.US. -
MNEDS S3s27 09412 -
SMM.US.x.F236 G-
SMM.US x H9.M80194 G
SMM.US x. G
SMM.US x PBIA.M31325 G
SMM.US X PBJ G
SMM.US x P G
SMM.US x PGM53.AF077017 G
SMM.USx.SME543.U72748 G
STM.US.x.STM.M83293 - ~TA-C-GA--T--C-

AC.US.x.80035.AY611486

USX.95058'AY611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

&
c
19
><
)
=
S
]
6 ¢
Bt
2
=
%
&%

AC.USx190131.AY576481
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681

Vpx start
A
\D;lAC.US.x.239 GGGCCATCAGGGGAGAACAACTGCTGTCTTGCTGCAGGTTCCCGAGAGCTCATAAGTACCAGGTACCAAGCCTACAGTACTTAGCACTGAAAGTAGTAAGC. . . . .. GATGTgAGATCCCAGGGAGAGAATCCCACCTGgAAACAgTGgAGAAGAGACAATAGgAGAGGC 5873
X
lef R AI R G E Q L L S CCR F PR A HKY QV P S L O Y L AL KV VS . . D'V'R'S™Q G'E'N'P'T™W'K'Q W R'R'D'N"R'R'G
H2A.CI.88.UC2.U38293 - C-------AC-AT--CCA- - - - -- .. 5959
H2A.DE.x.BEN.M3050; - 5959
H2A.DE.x.PEI2.U22047 -C 5927
H2A.GH.x.GH1.M30895 -- - C-------AC-AT--CCA---------AGTA---------TCA--T--A---C----C--AGTG-----GCAACAA. . .A---A----C-----A--A--GG-A--G--A--------------------C-- 5403
H2A.IN.NNVA.NEW - - --A--G-AT----C-- 5953
H2A.IN.95.CRIK -A-- - C-------AT-AT--CCAG--C----GAAC---------G-CA--T--A-TT--G--CT-AGT------GCAACAA. . . A---A----------A---- 5704
H2A.GM.x.MCR35.AY 509260 C-- 5404
H2A.GM.87.D194.104542 C-- 5403
H2A.GM.x. 498 C-- 5400
H2A.GM.x.MCN13.AY 509259 ----C-- 5404
H2A.GW.86 03654 ----C-- 5397
H2A.GW.87.CAM2CG.D00835 C-- 5968
H 2A GWx ALI AF082339 C-- - - - - -- .. - - 5952
H2A.GW.x.MDS.Z48731 - C-- -AT-AT--CCAG- - - - - - -- .. .A-- - - - --C-G-A-- - - - 5403
72A.SN.85.ROD.M15390 - - --A-GT-AT----C-- -AT-AT--CC-- - - -CT-AGTG- - .. - - - 5405
H2AB.CL90.7312A.L36874 -- ---A-GA-AT---- -AC-A---ATC- -CG-- STT----- ----CT-A-G---T-- -G-- - - 5944
H2B.C1.88.UC1.L07625 - --A-GA-AT---- - -AC-AT--ATC- - - - -GG- - - - 5943
H2B.CI.x.EHO.U27200 - --A-GA-AT---- - -Al TC- - - CAGG - - - -G--- - AGGA AT - - - 5933
H2B.GH.86.D205.X61240 - --A-GA-AT---- - - - - - -GG- -C- - - CAGGA, - - - 5935
H2B.JP.01.KR020.AB 100245 - --A-GA-AT---- - -A T - -GAGGA- - - - - -GG--T- -GCAAGAAGGA GAAATG- -C - - - 5085
H2AB.CM.03CM_510_03.NEW -A-- - - - - - - -GG- - CA- - CAGGAAGGAA - AAATG- - - - - - 5074
H2G.CL92.ABT96.AF208027  -A-- -- - - - - - ----CT-AC------- . - - -A-- - - 5286
H2U.FR.96.12034.AY 530889 -A-- - -- - - - - - - -G-- L. - - - - - - 5434
SMM.SL.92.SL92B.AF334679 - - 5310
AC.US.XMAC239 = cecemmomcceioii e - - - . 4950
AC.US.x.251 5872
AC.US.x.251_32H 5874
AC.US.x.251 5849
AC.US.x.17EC1.AY033233 5873
. X
AC.US X.
MNE.US.8 e 5341
MNE.US.xAMNE027 U79412 s--e------G--- - R 5341
SMM.US.x.F236 - - - - -C--- - B O A 5861
SMM.U: )(,{9 M80194 - - - -C--- - . .C-- 5346
SMM.US x.PBJ14 5640
SMM.US x. >BJA M31325 5639
SMM.US x.P! J 5346
SMM.US x. 5832
SMM.US x. GMS% AF077017 5790
SMM.US.x.SME543.U72748 5876
STM.US.x.STM.M83293 . 5520
AC.US.X.80035. AY611486 == === == mmmmmm s mm e e oo - . 4979
AC.US .x.81035.AY 599200 4980
AC.US.x.85013.AY611490 4913
(AC.US.x.92050.AY 603959 4973
AC.US.x.92077.AY599201 4980
C.US.x.93057.AY611492 4978
AC.US.x.93062.A U 4965
AC.US.x.95058.AY611494 4967
AC.US.x.95086.AY607703 4836
AC.US.x.95112.AY588946 4969
AC.US.x.96016.AY607701 4980
AC.US.x.96020.AY611488 4972
AC.US.x.96072.AY611491 4984
AC.US.x.96081.AY597209 4982
(AC.US.x.96093.AY 611489 4980
AC.US.x.96114.AY 58894 4975
AC.US.x.96123.AY611487 4869
AC.US.x.96135.AY60770! 4965
AC.US.x.97009.AY 599199 4848
AC.US.x.97074.AY599198 4848
AC.US.x.r80025.AY 576480 4836
AC.US.x.190131.AY576481 4979

HIV-2/SIV Com-
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MAC.US x.239
Vpx

vif
2A.CL88. UC2 U38293
2A DE.x.BEN.M30502

2A.IN.NNVA.NEW
2A.IN.95.CRIK
2A.GM.x.MCR35.AY509260
2A.GM.87.D194.J04542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY 509259
2A.GWA86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A GWx ALI AF082339

A.GW.x.MDS.748731
H 2A.SN.85.ROD.M15390
H2AB.CI1.90.7312A.L36874

H2B.CI.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL.92B.AF334679
AC.US.x.MAC239

S.x.251
AC.US.x.251_32H
US.x.251
.17EC1.AY033233

2
Z
m
()
@
%

MNE027 U79412

M.US 6
{9 M80194

PBJ14
’B}A M31325

15

><><><><><><><>< Z><'

GMS’% AF077017
SME543.U72748

X, STM M83293
.x.80035.AY611486

CCCCCCo

5

“v VLUKV

H
= 2222228
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oV}
)
—_0
S
o=}
O

AC.USx.92050-AY 603959

AC.US'x.95058-AY611494
AC.US.x.95086. AY607723

AC.USx.97074.AY599198
AC.US Xr80025.AY 576480
AC.USXr90131.AY576481

sawouan) a9|d

-Wo) AIS/C-AIH

Vif end

CTTCGAATGGCTAAﬁCAgAACAGTAGAGGAGA'{AA/’\}CAGAGAGGCGGTAAACCACCTACCAAGGGAGCTAA'{TT'II:'CCGGG;I"I'T‘(,}‘,GCGAAGGT%TTGGGAATACTGGCAT##GATGAACGAGSGATGTgACCAAgCTATGTAAQAT¢CA&ATACTTGT(gTTTAATACéAAA 6041

"L'R'M"AK'Q'N"S

R G

CIACA-CIEiCC
~-ACA---C-C--

-GAGA--T--C--
-G----CCC-G-

> > >

---G-CA--

-TCA-ACA- -

7DKDRGGKPPTKGFNFPG[AKV[GI[A##*

DNUANANNNNNNNNNNNNN
EWRABNNERLOSLLALR®D
AW ARBSSHAENLRN——

[T
P=l=]
rS=
JEo
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Tel

MAC US.x.239

Vpr
H2A.CL.88. UC2 U38293
2A.DE.x.BEN.M30502

2A.IN.NNVA.NEW
2A.IN.95.CRIK
2A.GM.x.MCR35.AY509260
2A.GM.87.D194.J04542
2A.GM.x.ISY.J04498

A.GM.x.MCN13.AY509259
2A.GWA86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A GWx ALI AF082339

A.GW.x.MDS.748731
*2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.L36874

H2B.CI.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

S.x.251
AC.US.x.251_32H
US.x.251
.17EC1.AY033233

£
zZ
co
1%
o

= 22222220

c
7]

MNE027 U79412

6

{9 M80194
PBJ14

’B}A M31325

15

><><><><><><><>< Z><'

GMS’% AF077017
SME543.U72748

X, STM M83293
x.80035.AY611486

coocacac &

3 192192192195195195195195)

555
ISiels)
cCC
GG GRS
kel

feted

o900

oSO

==

e

P

33

N

)

—\0

=

o=}

=t}

AC.USx.92050-AY 603959

AC.US'x.95058-AY611494
AC.US.x.95086. AY607723

AC.USx.97074.AY599198
AC.US Xr80025.AY 576480
AC.USXr90131.AY576481

GGCTTTATTTATGCATTGCAAGAAAGGCTGTAGATGTCTAGGGGAAGGACATGGGGCAGGGGGATGGAGA. .
_A L F M H CKKGCRCL GE GH G A G G W_R_.

> B>l B>l

R
> > orxror>roo>

>

>
>>

(oo NaNalalalalalalalala)

> >

[N~ i R

----C-AT-CA--
-A--C-TTGCA--G--

--A--G--A---CA--
-GA--G--A--C-C---

L @

-CT-G-

EREE

R S

Vpx enq\

. CCAGGACCTCCTCCTCCTCCCCCTCCAGGACTAGCATAA. .. ... ...
__P_G P P P P P P P G L _A _*_

)/pr start

ATGGAAGAAAGACCTCCA. .

.TGACTG -
. TGACTGAAGCACCAAC-
. TGACTGAAGCACCAAC-

. TGACTGAAGCACCAAC-
. TGACTGAAGCACCAAC -
.TGGCTGAAGCACCAAC-

- - - - . TGGCAGAAGCAGCCTC- -
-C-----C--- .TGGCAGAAGCAGCCCC -

[ alalal

- - - . TGACAGAAGCAGCCCC
- - - . TGGCAGAAGCARCCYC-

HIV-2/SIV Com-

plete Genomes

.GAAAATGAAGGACCACAAAGGGAAC 6193

E N E G P Q R E

-GG-C-GG-CC--
-GG- - --GACCAAC-C
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-Wo) AIS/C-AIH

Tal exon 1 start
\D;lAC.US.x.239 'C)ATGGGATGAATGGGTAGTGGAGGTTCTGGAAGAACTGAAAGAAGAAGCTT'II_'AAQACGTT;I:'TGATCCTCGCTTGCTAACTGCAC'I'I'GgTAATCATA'{CT¢TAATAGACATG€AGACACCCTTGAGGgAGCAGgAGAACTCA}TAgAATCCTCCSACGAGCGC[CT'IF'CATG 6363
r

Tat exon 1 M _E EUENS[ESSNERSSC

2A.CLSS. UC2 U38293 AGCTA. -~ A-GA-T_TGT--A-A-
2A.DE.x.BEN.M30502 AAC- - -

2A.IN.NNVA.NEW
2A.IN.95.CRIK
2A.GM.x.MCR35.AY509260
2A.GM.87.D194.J04542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY 509259
2A.GWA86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A GWx ALI AF082339

A.GW x MDS 748731 I
oA SN 85 RO 112390 CIATTA-A--AA-CT-

H2AB.CI1.90.7312A.L36874 - - - --A---C--C-----G---A-A--

H2B.CI.88.UC1.L07625 - - - --G---A-A--
H2B.CI.x. EHO.U27200 -----C- C
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB 100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889 - - -GAGA- -AA-A-
SMM.SL.92.SL.92B.AF334679 . --AGA--T--A
AC.US.x.MAC239

S.x.251
AC.US.x.251_32H
US.x.251
.17EC1.AY033233

OO0 OO>0

2
Z
()
@
%

MNE027 U79412

M.US 6
{9 M80194

PBJ14
’B}A M31325

15

><><><><><><><>< Z><'

GMS’% AF077017
SME543.U72748

X, STM M83293
.x.80035.AY611486

CCCCCCo

5

“v VLUKV

H
= 2222228

2
B84 2
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G
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AC.USx.92050-AY 603959

AC.US'x.95058-AY611494
AC.US.x.95086. AY607723

AC.USx.97074.AY599198
AC.US Xr80025.AY 576480
ACUSXr90131.AY576481 -

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



6007 wnipuadwo)) duanbag ATH

€61

MAC.US x.239
Vpr

Tat exon 1
Rev exon 1

(2B LI L L2\ 22 21 %)

-

>
I}
c
e

M.

£ 222228:

C}

H2A.CIL.88.UC2.U38293
ADE .BEN.M30502

U
H86D

H2B.JP.01.KR020. A%100245
H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

B
c

5

><
ININ)
G
1)
R
oo}

2
9]

7EC1 AY()33233

2065.
MM142.Y00277

[§]

.MNE
MNE027.U79412

US.x.F236

;19.M80I94

PBJA.M31325
BJ

C‘CICE:CCJC

S'X.SME543.U72748
S.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.93062.AY 607704
AC.US.x.95058.AY611494

'USx.97074.AY 599108
.US.x.r80025.AY 576480
.US.x.r90131.AY576481

CR35 AY509260
2A. GM 87 1D194.104542
2A.GM x.1SY.J04498
2A.GM.x.MCN13.AY 509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALI.AF082339
2A.GW.x.MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CI.90.7312A.1.36874
H2B.CI. 88 UCl L07625
H2B.CILx.El

SMM142B.BD131285- - -

.PBJ
PGMS53.AF077017

Vpr end

Rev exon 1 start

Cﬁ'I'I'TCAGAGgCGgATgCATCCACTgCAGAA}'CGgCCGACSTGgGGgAGgAAATCCTCTCTEAGCTATACCGC ECTgTA&AAgCATGCTAT# AACACATGCTATTGTAAAAAGTGTTGCTACCATTGCCAGTTI'TGTI'TTCTTAAAAAAGGCTTGGGGATATGTTATGA 6531

" IS EA D A S T P ES A NTLT G E E I LTS5 Q LY R P L E

CIA- G-
-C---T-

“-CAA----G-
~TCGA- - -~ -A-

-T--A-AA--

CT##NTCYCKKCCYHCQFC

HIV-2/SIV Com-

plete Genomes

FLKKGLGICYME
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-Wo) AIS/C-AIH

Env signal peptide start

Tat Rev exon 1 en(L Tat Rev'intron start Env signal peptide end Env gp120 start
MAC.US x.239 GCAATCACGAAAGAGAAGAAGAACTCCGAAAAAGGCTAAGGCTAATACATCTTCTGCATCAAACAA. GTAAGTATGGgATgTCTTGgGAATCSGCTGCTTATCGCCATCTTGCTTTTAAgTGTCTATGgGATCTATT(G:TACT ...... CTATATGTCACAGTCTTTTATG 6694
nv .
Tat exon 1 Q R R R T P K K A K A N T S S A S N K - -
Rev exon 1 5N Fl E R EEELURKRIRILIIHARTLLHRTUQT
H2A.CI.88.UC2.U38293 - C -AGCC-GG-A-
2A.DE.x.BEN.M30 - - -
2A.DE.x.PEI2.U22047
A.GH.x.GH1.M30: - - -AGCT----CT--CTTAG-A-----C--
2A.IN.NNVA.NEW -AAG - - --AA- - - -- -T-T- < -AACT---ACT-GCTTA--A-----
2AIN95.CRIK A-G- - G A--G--AA----- - -CGCA-GAA- - --C s iT---T-T--AT-AACT----CT-GCTTA--A-----
2A.GM.x.MCR35.AY 509260 - G - --GG-A-A- T AGCT---ACT-GCTT---A-----
2A.GM.87.D194.704542 - - e - -AGCC-GG- ---G- -AACT----CT-GCTTA--A-----

2A.GM.x.ISY.J04498
A.GM.x NII:%NIS .AY509259

2A.GW.87.CAM2CG.D00835 - TA
DA GW.x ALLAF082339 ~CT-GCTTAG-A-
2A.GW.x.MDS.Z48731 - <A------A--C- - - ~CT-GCTTA- -A- -
2A'SN.85.ROD.M15390 ceeeeaGe- <<AA-----A--C- AT-- - --AT- -CT-GCTTAG-A- - - - -
H2AB.CL.90.7312A.1.36874 LT - - <GG-AA-- Te-- CT--CTTA- A~ - - - -
H2B.CIL88.UCI.LO7625 . - -
H2B.Cl.x.EHO.U27200

H2B.GH.86,D205.X61240
H2B.JP.01.KR020.AB100245

H2AB.CM.03CM_510_03.NEW
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL.92B.AF334679 --C- - . - - - T- --G- TA— - —C GG— --
AC.US.x.MAC239 --
S.x.251

AC.US.x.251_32H

US.x.251
.17EC1.AY033233

F236
H9.M80194
BJ14
BJA.M31325
)BJ
PGM53.AF077017
SMES543.U72748
S.x STM.M83293
AC.US.x.80035.AY611486
AC.US.x.81035.AY599200
AC.US.x.85013.AY611490

“ LYY
q T

AC.US'x.96093.AY611489
AC.US.x.96114.AY588945

AC.USx190131.AY576481

sawoudn) AR[dwo) AIS/T-ATH
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Sol

MAC.US.
Env

H2A.C! 88 UC2.U38293
H2A DE N.M305

V1 loop start V1loop end,
x.239 gTGTACCAGCTTGGAGGAATGCGACAATTCCCCTC'I'I'TT(éTGCAACCAAGAATAGGGATACTTGGGgAACAACTCSGTECCTACCAGATAATGSTGATT¢TI’%AGAAGTGGCCCTTAﬁTGTTACAGAAASCTTTGATGCCTGGAATAﬁTA%AGTCACAGAACISGGCAATA 6864

CR35.AY509260

194.104542

2A.GW.86.F
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALLAF082339

H2AB.CM.03CM_510_03.NEW - - -
H2G.C1.92.ABT96.AF208027 - < -C-A--AT-G-----A-ceee-GCTommmmmmmmm -

Y.J04498
CN13.AY509259

DA.GW x.MDS 748731 L . . . _ _
2A'SN.85.ROD.M15390 - <-A- . . CIACAALTT-CLIIlIALlll
H2AB.CL90.7312A 136874 - - - N N S .
H2B.CLS.UCI 107625 - - - - -GA-CAGTG-A---A-A----
OB CLx BHO 1127 - AT . _
B G 6 D205 Kol

3B 01 KRO0 AB 100245

H2U.FR.96.12034.AY530889 - - A----- G--

SMM.SL.92.SL92B.AF334679 - --G-- - - - - T-----A
ACUSKMAC239 oo mmm oo s s o e e - -
ACUS X251
ACUSX251_32H
AC.USx.251
AC.USx.17EC1.AY033233
AC.USx.17EFR.AY033146
AC.USX.1937.AY611495 -
AC.USx.2065.AY611493 -
AC.US'x MMI42,Y00
AC.USx.SMM142B.BD131285-
NE.US.82.MNE -- - - - -

MNE.US x: MNE027.U79412 - - - e

SMM.US.x.F236 -- --A--A---T - - -

SMM.US.x.HI.M80194 - - - - - B i

SMM.USxPBJ14 - - - - -C I T

SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x P

SMM.US x.PGM33.AF077017

SMM.US x.SME543.U72748

STM.US x.STM.M83293 s
AC.US.x.80035.AY611486 - 5970
AC.USX.81035AY509200 - - 5971
AC.USx.85013'AY611490 - - 5904
AC.USx.02050.AY603959 - 5964
AC.USX.02077.AY599201 - 5971
AC.US x.03057.AY611492 5969
AC.US x.93062.AY60 - 5936
ACUSX.05058'AY611494 - 59358
AC.USx.95080.AY607703 - 5827
AC.USX.05112/AY588946 - - 5960
AC.USx.96016.AY607701 - - 5971
AC.USx.96020.AY61 1488 - - 5963
AC.USx.96072.AY611491 - - 5975
AC.USX.6081.AY597209 - - 5973
AC.USX.96093'AY611489 - - 5971
AC.USX.06114/AY588945 - - 5966
ACUS 06123 AY611487 - - 5860
AC.USx.90135.AY607702 - - 5936
AC.USx.97000.AY599199 - 5839
AC.USx.97074.AY599198 - 5839
AC.USx180023.AY576480 - 5827
AC.USX190131.AY576481 - - 5970

HIV-2/SIV Com-

plete Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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6007 wnipuadwo)) duanbag ATH

MAC.US x.239
Env
72A.CI.88,UC2AU3§(§)293

2A.
2AIN.95.CRIK
A'GM.x,MCR35.AY509260
2A.GM 87.D194.J04542
DA'GM.xISYJ04498
2A.GM x.MCN13.AY509259
IA GW 6 FG J03654
2A.GW.87.CAM2CG.D00835
DA 'GW.x.ALLAF082339
2A'GW.x.MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CL90.7312A.L36874
H2B.CLS.UCI L0762
2B CLx EHO. (27
B GH 86 D205 K612
2B P01 KROJO AR 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY530889
SMM.SL.92.SL92B.AF334679
AC.US.x MAC239

x.251
AC.US x.251732H
U 1

sawouan) a9|d

-Wo) AIS/C-AIH

V2 loop start
GAGGATGTATGGCGACTCTTTGAGACCTEAA}'AAAGCCTT%TGTAAQAT'LI'ATgCCCATTATgCATTACTATGAGAT%CAATAAAASTGAGACAGATAGATGGGgATEGA%AAAATgAATAACAACAACAGCATgAACAACATgAACGACAGCATgAGCA ........... 7023

CC-GT-ACAGGGA
((E GGGT C AGGGA

T C-C-CA--TG--AGG-A ~C-C-A--GC-T-CC-GCGTA
g A CAGaanC e ACCee arec gl oG T Sc seoT
~T--CGC- - - - ACAGAGAGCGC -GTT-C-ACT- - - -GCC- - TCTGG-C T

“T- oG- oC-CAL TG~ -AGG-ACACAACCACAC-C-C-A- -GC-T-CC- GCGTA
-T-CA-GG-ACAT - -CACAT-GACA. -GAG. - -G-CA-CCA-, ., . -
~T--C-T----ACA-GT--C-C-ACTATGA-A-GG-C-A-C-C-C-C 6C-
~T-GC--C-TAAGC-- - - - G--CA CAACCACAT CCCOAGCCC-GeG-GC
-T-GC-G-CTCAGTGACAGCGC-A-CAC-AG- -AC-C-A-C-C- - G-C-iCillgiciill
B o Y Y 1o Y TR AN Yo Ut S U
-T--C-GC-CCACCG-CACC-CTACACC-CCA-GC-CCA-T-AC-AC-- - - - CA--A--GAGC-CA-
~T-----C-CA-GA--CA- - -CTACTACTAAAC-T-TTA-T-C-C-T-TT--TA-TA-T-A-C--. ...
----- G £ AC, TGGAGCTC-GCTA. CAAAGAG-CCA-T-CGT-CT-C6GT-CCTC -G T-T°- :
<G-----CC- A-CCC-G- -AATGCC-GT-GTA-T-CC--C--T-AGC-TA-T--C--C--TCGT. . 1.0l Il 7078
RS DO WP Yo 1o e Y Yo A B S T YT
-CA-CC-CG- -AG-CACACCCCA-AATACC- - - -C-CGG-AT. . ... ... ...
-A--TC-G------ G-Crmmmmmmmemeann [ A-C-A------ TC-A---GGGA-C-CC--TGT- - -CC-TG-- - - - GTTC-C--A--TAA-ATG. ...
-A--CC-T--T--AG-A-------- T-G----- CoveBem B A---GG-A--GC-G-------- A-TAGCC- -G- -ATGCAAGA-T--AGTAA- . ... ... ... 6577
-T T-- - <<G-G--GCT--T--T--TAGC---C----TA-T--T-GCC-C-T-A-TGCTGCTAGCCC 6461

AC.US.x.2

AC.US.x.17EC1.AY(033233

AC.US.x.17EFR.AY033146

AC.US.x.1937.AY611495

AC.US.x.2065.AY611493

AC.US.x.MM142.Y00!

AC.US.x.SMM142B.BD131285-

NE.US.82.MNE
MNE.US.X.MNEQ27.U79412 - ---cmmmmmm e e T e e e e e e e e e e e e et Aee e e e A e e e eCmmm e e s A e e A
SMM.US x.F236 T- --GG-
SMM.US .x.H9.M80194 --T- A---GG
SMM.US x.PBJ14 -- --T -A---GG-
SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x.P!

SMM.US .x.PGM53.AF077017 -

SMM.US.x.SME543.U72748 -C-

STM.US.x.STM.M83293 T---C----T--

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

G-A-----Ge-T-----G-A---A----

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



6007 wnipuadwo)) duanbag ATH

L6l

MAC.US x.239
Env
72A.CI.88,UC2AU3§(§)293

2A.
2A.IN.95.CRIK
A.GM.x.MCR35.AY509260
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY 509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALL.AF082339
2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.1.36874

H2B.CI.88. UCl .L07625
H2B.. Chx

7
86.D205.X612
H2B.JP.O1. KROZO AB]00245

H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

.US.x.251
AC.US x.25 1_32H
U 1

AC.US.x.2
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY61 14
AC.US.x.2065.AY6]1 14
AC.US.x.MM142.
AC.US.x.S
NE.US.82.MNE

MNE.US.x.MNE027.U79412

SMM.US x.F236

SMM.US .x.H9.M80194

SMM.US x.PBJ14

SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x.P!

SMM.US .x.PGM53.AF077017

SMM.US.x.SME543.U72748

STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

H2AB.CM.03CM_510_03.NEW ...

.TCAGCA
Y00277 TCAGTAGAG
MM142B.BD131285. TCAGTAGAG-

V2 loop end,
AQAGTAGACATGGTCAATGAGACTASTT%TI’ETATAGCCCéGGATAATT(c}CACA. . .GgCTTGGAACGAGAGCéAA&GATAAgCTETAﬁAT;CAﬁCATGACAG8GTTAAAAAGAGACAAGAAAAQAGAGTACAATGAAACTTGGTACTgTGCAGATT'II_'GG 7180

AA-A
STCCGC--CCTC: - »AA-

CIIAl _ _

---T-~-GA-C-A--C-  CAATT-A-C--
-A-TCC--A--C---CG-GCAA-C- -

AA-TGAC-C- - - CCA-GCGCGTGCA- -C--C-

. -A-
- ATARACCC -GACAGA-A-
......... ~CAA-

. CAA-

OO OOQ

Ceaans AG-CAC ---C-A-TC-C----C---CG-ACAA-C--C- -A- G -A--

.ACACTCAA-CC-C--A- 22 GCGA-C-A--C---AAGGCA--C--C--- “AC-A-GGG-T- - -A--

....-GGAACACA-CCA- ---A-TC-C-A--C---CG-GCA- --AC-A--GG-G-- -A--
.C-G-AGC-AGA-A- ----GA--C-C-A--CGC-CG-GCA- -A----G-G-G--

---A---TT-C-A--C--GCG-ACA- -A----6-G-G--AG-G---G-CGAT---C-G--
-TAAAA-T- - -AA-A-G--T---AA-C-CAG-TGA- ---T C--
-TCAAA-T- - - “AG-------- GA- C
-A- - A- ---AAAA-T--C-GC--- -A - - - -
---C------ GA-A-GA . . . TA-A--TTT---A-C---G-
-A--A---A-T--AG-G---G-
...--TA-AC-GTC---ATCC---G-
------------- - - - vovm-A--A--------A-C-T--G-
-A-A--G--G--A-C------

. .GG- -GGCCAGA-A-
.TC--A-A--T-AC-

[ R R

A. T---

. ARAGCAGAGGC-A- -
....... AAGG- -A -
ACCAAGTGTAGE - -A-A-TG-TA-
-A-GG-T--
-A-GG-T--

- G-TA-
-A-GG-TA-

26CCA - GT A Amn -~ A=A ~CnCon -G ~AGTA-CA-CooCommmme i mmmmeeee G----ATC-C-AG--G-T------nnn- Tooemmnnn AC----mnnn- To-A--G-Grmmmmmmmemmmmee [T AGC---C-AA 6822

.. TCAGCA- -

HIV-2/SIV Com-

plete Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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6007 wnipuadwo)) duanbag ATH

sawouan) a9|d

-Wo) AIS/C-AIH

V3 loop start
II\E/IAC.US.X.239 TATgTGAACéAGgGAATAﬁC. . .ACTG8TAATGAAASTAGATETI’ACATGAACCACTETAACACTT%TGTTATCCSAGAGTETTETGACAAACATT¢TTGGGATGCTA'{TA&ATTTAGGTATTETGCACCTCCAGgTTATGCTTTGCTTAGAT(gTAATGACACAAﬁTTAT 7347
nv

*2A.CI.88,UC2AU3§(§)293

>

2A.
2A.IN.95.CRIK
A.GM.x.MCR35.AY509260
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY 509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALL.AF082339
2A.GW.x.MDS.748731 - .--CAC
2A.SN.85.ROD.M15390 eems - “GCACA- --C-G-CCCAG-

H2AB.CI.90.7312A.1.36874 - .-G--A-GGGAG-GAC-----C

H2B.C1.88.UC1.L07625 ~CA-CGGCAAC-GC.
H2B Clx. BHO.U27200 Dy o A
GH. ZIASTA-TACC-GG.

=X

> PrrrrOo>rorOr>rr>

> >>>>>JI>>)>>>O)>

“A--
SA--
“A--
“A--
“A--
SA--
“A--
“A--
“A--
-A

H2B.JP.01 6KROZO A%100245
H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL.92B.AF334679 - . .
AC.US.X.MAC239 c-ommmmiimm o e

x.251
AC.US x.251732H
U 1

OO O0NNO > >R

AC.US.x.2
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x. LAY611495
AC.U: ,x.2065.AY611493
AC.US.x.MM142.Y00277
AC.US.x.SMM142B. BD131285-
NE.US.82.MNE -T--
MNE.US.x.MNE027.U79412 -T-- -
SMM.US x.F236 -C-----G--GTCAGCG--T...... - ----A -- - --- -
SMM.US .x.H9.M80194 -G-- ---C-- - - - - - --C--- - I
SMM.US x.PBJ14 -T---------AAT-GC--T...... - - - - - B T e T
SMM.US x.PBJA.M31325 -T---------AAT-GC--T...... AA
SMM.US x.PBJ G -
SMM.US x.P!
SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748 -
STM.US.x.STM.M83293 -CT. -CG- --C--v--

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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661

MAC.US.
Env

x.239

H2A.C! 88 UC2.U38293
H2A DE N.M305

CR35.AY509260

194.104542

H2B.JP.0

SMM.SL.
AC.US
.US.

M.U

! nunnrnnnnyvl
SES<Z22
cgccacg

=
£
[}
2]

Y.J04498
CN13.AY509259

DA.GW.86.F
2A.GW.87.CAM2CG.D00835
2A.GW.x ALLAF082339
DA.GW x.MDS 748731
2A'SN.85.ROD.M15390
H2AB.CL90.7312A 136874

H2B.CI.88. UCl .L07625
H2B.. Chx

7
86.D205.X612
1. KROZO ABI1 00245

H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

92.SL92B.AF334679
X.MAC239

x.251
x.251732H
US.x.25

X.17EC1.AY033233
17EFR'AY033146
Y611495

00 X M M %

S

9| —

Z 2223

0>

<

N

=

Nel

{9%]

.MNE
MNE027.U79412
F236
H9.M80194
PBJ14
PBJA.M31325
PBJ

P]

GM53.AF077017
SME543.U72748

X, STM M83293
.x.80035.AY611486

S:X.95086.AY607703

X.95112.AY 588946

AC.US.

X190131.AY576481

w
2
E
t.
wg
wS
lw}
>
S
o0
b

V3 loop end,

TCAGGCTTTATGCCTAAATGTTCTAAGGTGGTGGTCTCTTCATGCACAAGGATGATGGAGACACAGACTTCTACTTGGTTTGGCTTTAATGGAACTAGAGCAGAAAATAGAACTTATATTTACTGGCATGGTAGGGATAATAGGACTATAATTAGTTTAAATAAGTATTA 7517
S G F M P K CS KV VVSSCTRMMETNQTSTWFGF NGTRAENRT.Y I Y WHGARIDNARTII S L NK.VYY

A-
A-
A-
A-
A-
A-
A-
A-
A

HIV-2/SIV Com-

plete Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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6007 wnipuadwo)) duanbag ATH

sawouan) a9|d

-Wo) AIS/C-AIH

V4 loop start V4 loop end,
II\E/IAC.US.X.239 TAATCTAA%AATGAAATETAGAAGACCAGgAAﬁTAAGACAGTTTI’ACCAGTCACCATTATGTgTGgATTGGTTTTCCACTgA e ATCAATGSTAGGCCAAAGCSGGCATGGTETTGGTTTGSAGgAAAATGGAAGGATGCAATAAQAGAGGTGAAGC 7678
nv _ P

H2A.C! 88 UC2.U38293
H2A DE N.M305

CR35.AY509260 - -G- - -
194.104542 - - - - - - - ~GCGAAGG- -

Y.J04498 -- - - - G - -

.GM.x. MCN13.AY509259 - - - - - - --G--AAGG--

2A.GW.86.F N --C--T- = B == . . -G-

2A.GW.87.CAM2CG.D00835

2A.GW.x.ALL.AF082339

2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.1.36874

H2B.CI.88. UCl .L07625
H2B.. Chx

b
H2B.JP.01 6KROZO A%100245
H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL.92B.AF334679
AC. H; X.MAC239

x.251
AC.US x.251732H
US.x.25

T
T-
T-
T-
T

T

T

T

T

T
T-
T--

AC.US.x.251
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495 -
AC.US.x.2065.AY611493 -
AC.US.x.MM142.Y00!
AC.US.x.SMM142B.BD131285-
NE.US.82.MNE

MNE.US.x.MNE027.U79412

SMM.US x.F236

SMM.US .x.H9.M80194

SMM.US x.PBJ14

SMM.US x. PBJA.M31325

SMM.US x.PBJ

SMM.US x.P!

SMM.US.x.PGMS53.AF077017

SMM.US x.SME543.U72748

STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



6007 wnipuadwo)) duanbag ATH

10¢

V5 loop start
II\E/IAC.US.X.239 GGA%CATI'GTCAAACATCCCAGGTATA%_TGEA A%TAﬁCAﬁTA_(II_TGSTAQAA'{CAﬁTT'[GA%G. GCTCCTGgA GgAGgAGATCCGGAAGTI'ACCTTCATGTGGACAAATT%CAGAGgAGAGTTCCTCTACT%TAAAATGAATTGGTTTC'IL'AAATTGGGTAGAA 7839
nv NN _T D K _ I N L T

*2A.CI.88,UC2AU3§(§)293

2A.
2A.IN.95.CRIK
A.GM.x.MCR35.AY 509260
2A.GM.87.D194.J04542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALI.AF082339 -
2A.GW.x.MDS.Z48731 g . - - - =
2A.SN.85.RODM15390 --C---CA- L--C-- - -GC-- . --G--A---AAA--CTC---C--A--
H2AB.CI.90.7312A.L36874 - - - .- - - - - N A---ACA--CTC---C--A--
H2B.CI.88.UC1.L07625 - - - - - - .+.-GG--CTCGGCA- -TTC---C--A--
H2B.CL.x.El 0U27200 “AAA- ---T-A- -CA---- -6G- -AG- -AG-AC- CGAGAA CTC»- SA-- B
H2B.GH.86.D205.X612: - : - - -AGTATCA AA-A- - - -AAA--TTC- AT--
H2B.JP.O1. KROZO ABIOOZ4S - - A A G----C-CA A G--AG-A -AG- ACTCGCAA CTC»- --A-- A-AT--
H2AB.CM.03CM_510_03.NEW -A---C----A--G--------A- .--C--TG--- --C-- . AAA--A---GAA- -CTC---C--A-- A---
H2G.C1.92.ABT96.AF208027 - - - - - .- - - - - “T--A...A-A--A---GAA--TTC------ Aceee- A-AG
H2U.FR.96.12034.AY 530889 eoCeGon-- o C--G-A...-AA--A-C-...o----T---T-A--G--A-AA
SMM.SL.92.SL92B.AF334679 - - - - --C-- -
AC.US.x.MAC239 -

x.251
ACAH; x.25 {732[—{
TEC1.AY033233

g atalatal

I§]

.MNE
MNE027.U79412
F236
H9.M80194
PBJ14
PBJA.M31325
PBJ

P]

GM53.AF077017
SME543.U72748

US x.STM.M83293
AC.US.x.80035.AY611486

R 2L 222 %121 %)
%????????

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

HIV-2/SIV Com-

plete Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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6007 wnipuadwo)) duanbag ATH

MAC.US.
Env

H2A.CL.8

A.GM..
2A.GM.
2A.GM..
2A.GM.x.
2A.GW.
2A.GW.
2A.GW.
2A.GW.

H2B.CI.8:
H2B.CILx.El
GH.

H2B.JP.0

SMM.SL.
AC.U!

v LLVUNLUVNKN

AC.US.

2A.
2A.IN.95.

g atalatat

§]

x.239
8.UC2.U38293

CRIK
x.MCR35.AY 509260
87.D194.J04542
x.ISY.J04498

.MCN13.AY509259
86 FG.J03654

87.CAM2CG.D00835
x.ALI.AF082339
Xx.MDS.7Z48731

2A.SN.85.ROD.M15390
H2AB.CIL.

90.7312A.1.36874
8. UCl .L07625

7
6 X612:
1. KROZO ABI1 00245

H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

92.SL92B.AF334679
X.MAC239

x.251
x.251732H
U 1

TEC1.AY033233

.MNE
MNE027.U79412
F236
H9.M80194
PBJ14
PBJA.M31325
)BJ

GM53.AF077017
SME543.U72748

X, STM M83293
.x.80035.AY611486

S:X.95086.AY607703

X.95112.AY 588946

X190131.AY576481

--A-CGGGTCAG-CA. ..

sawouan) a9|d

-Wo) AIS/C-AIH

--A---C-AT-G--C--

V5 loop end,

GSTAGGAATACAGCTAAC .o CSGAAGCCAAAGGAACGGCATAQAAGGAATT/Y\CGTGCCATETCATA'JI_:TAGACSAA}'AATCAACACTTGGCATAAAGTAGg(AAAAﬁTG"\I[’TTéTTTGCCTCCAAGAGAGGSAGACCTCACGTETAACTgCACAGTGAC
A-C CG-GCCAA--A.
--C-A---CCA-A-ACGG.
A-C -
A-C- T -
A-C- A -C--G- -
A-C-- --G - -C--G- -
A---A--CACACCGC- -T € oG- _
A---A--CG-ACCAA-CA. “T--G- _
A-C-A--CGGGTCAAC-G. . -T--G- -
A---A--CACACCGC--T... -C--G- -
A-C---- GTC. -A.. -C--G- -
A--- --ATA-G-CA.. -C--G- -
A-C-AA-CGGGTCAGG-A. .. -T--G- -
A-C--A-C-GATAAGCCA. .. -C--G- -
A---A--CACACCGC--T... -C--G- -G--G--GT-C-- -

T--G

G

--C-
A-C-

--A-CAGGTA-A-CT... - - - - - --G--- - - - - .
--A-C-GGGCTC--G. .. - - - - - - - -
-AA-CA-ATA-A-CT...

- —AG CCA AAGGGTGGCAGATGGAAACAA——A—

----- TACG---T-C-

---CAGG-AT---G...
---CGGGCA-AC-G.
-A----TGA--CT-.
---GC-TG-AGGGA

TAGG- -

GACAAGT - -A--C- AG
A AT GGTTCTAGATGGACAAGT- -A- -C
-A-AT. . GGTTCTAGATGGACAAGT - -A
- -ﬁ¥ gG¥TCTAGATGGACAAGT-

C---T:AGGTTC GACACAA- -A- CAAAGGCA- - CG-A
G- CCA-AA- - GTAACAGATGGAAACAA - -A- - ~AAGCCA- - G- -A-

--A-G- - - -T-AG-AATGAGAGATTGGAACA-A- - CAA- - - - - - - - - A--A--Grnmmmmee To-A-ee-- C--CreCrmmnn- T T CAeemmnnns ToeTeme- Toeno- Toen--

7994

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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€0¢

Rev Responsive Element (RRE) start
. A}TGATGgAAACCSAACTAATATCACCATGAgTGCAGAGGTGGCAGAACTGTATCGATTGGAATTGGgAGATT¢TAQAT[AGTAGAGATCACTCCAATTGSCTTGGCCCCCACAGATGTGAQGAGGTACACTACTG 8155

MAC.US x.239
Env

H2A.CL88.UC2.U38293 TT-CT-G- 8167
2ADE.x.BEN.M30: -T-CT-AA 8213
2ADE.x PEI2.U22047 T-CT--- 815
DA.GH.x.GHI.M308 - TT-CT-G- 7633
2ATIN.NNVA NE - --T-CTT-- 8205
DAIIN95.CRIK - <CT--- 7967

A.GM.X.MCR35.AY 509260 o S R il VAl Y SSIT-CT--A 7640
DA.GM.87.D194.704542 - S TT-CT-G- 7627
2A.GMx.ISY.J04498 ' Y Y O Wi T-CT--- 7633

>
-
(@]
—
>
~
N
=
S

2A.GM.x.MCN13.AY 509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALL.AF082339
2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390
H2AB.CI.90.7312A.1.36874
H2B.CI.88.UC1.L.07625
*2BChx6 OU27%)OO C ---C----- T-C---
H2B.JP.01.KR020. ABIOOZ4S - . -
H2AB.CM.03CM_510_03.NEW - -T-----T--CACA. A -- - - - - - --

STLCT--- 7659
~T-CT--A 8204

A A==
— A A A A=~

> >rr> > >

--TT CT AA 7292
H2G.C1.92.ABT96.AF208027  ---C--A----- G--T----- AGA- . . AAT-GGTC-AAC-----T--A-mmeee=TTT-Commmmmm e e Ae e e e e e e eGmmmmmmmmmmmmmmm e Ae A e e T A e s P S A--TT-CT--- 7574
H2U.FR.96.12034.AY 530889 - ----T--T---C--. ve==-A-CAA---T--cc-Ac-eeeeTeceeeecloomnaArcecoomccncccccAceacAeaGeneeeGrmommaenaacBomeacA-cA-GA--cmceeeeeTeeTemmnnn CCA----- A--A--TT-CT-A- 7697

SMM.SL.92.SL92B. AF334679 - T--T-- - - - -AA 7606
AC.US.x.MAC239 --- 7232
ACUS X251 - 8151
AC'USX251_32H - 8133
AC.US X251 - 8137
AC.US X 17EC1.AY033233 - 8135
AC.US X 17EFR'AY033146 - 8155
AC.US x1937.AY611495 7263
AC.US x.2065.AY611493 7261
AC.US x MM142.Y00 7650
AC.USx SMM142B.BD131285- 7647
NE.US.82.MNE -- - 7629

MNE.US x MNE027.U79412 - 7632

SMM.US x.F236 - --16-G c G- - -A- --AA 8120

SMM.US x H9.M80194 - - ~CA----C--TA- - - - - <o-A-- --AA 7644

SMM.US x PBI14 - - - - - - A -AA 7947

SMM.US x PBJA.M31325 - --76-G - --AA 7946

SMM.US x PBJ -AA 7639

SMM.US x P AA 8139

SMM.US x PGM53.AF077017 8103

SMM.US x.SME543.U72748

STM.US.x.STM.M83293
AC.US.x.80035.AY611486 - 7261
AC.US x 81035.AY 599200 - 7262

USx'85013'AY611490 - 7195
ACUS'x.92050-AY603959 7255
AC/USx.92077-AY599201 7262
AC.US'x.93057.AY611492 7260
AC/US x/93062-A! 7229
AC.US'x.95058.AY611494 7249
AC/US x.95086.AY607703 7118
AC/US x.95112°AY 588946 - 7251
AC/USx.96016.AY607701 - 7262
AC.US x.96020-AY611488 - 7254
AC.US x.96072.AY611491 - 7266
AC.US x.96081°AY597209 - 7264
AC.US'x.96093 AY611489 - 7262
AC.USx.96114-AY 588945 - 7257
AC.US'x.96123 AY61 148 - 7151
AC/US x.96135.AY607702 - 7247
AC.USX.97009.AY 599199 7130
AC/US x.97074.AY59919 7124
AC.US x.180023.AY 576480 7118
ACUSXT90131/AY576481 =11 - 7261

HIV-2/SIV Com-

plete Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



14114

6007 wnipuadwo)) duanbag ATH

MAC.US x.239

Env

H2A.C! 88 UC2.U38293
H DE N 051

CR35.AY509260
194.104542

Y.J04498

.GM.x. MCN13.AY509259

2A.GW.86.F

2A.GW.87.CAM2CG.D00835

2A.GW.x.ALL.AF082339

2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.1.36874

H2B.CI.88. UCl .L07625
H2B.. Chx

b
H2B.JP.01 6KROZO A%100245
H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL.92B.AF334679
AC. H; X.MAC239

x.251
AC.US x.251732H
US.x.25

AC.US.x.251
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00!
AC.US.x.SMM142B.BD131285-
NE.US.82.MNE
MNE.US.x.MNE027.U79412
SMM.US x.F236
SMM.US .x.H9.M80194
SMM.US x.PBJ14
SMM.US x. PBJA.M31325
SMM.US x.PBJ
SMM.US x.P!
SMM.US.x.PGMS53.AF077017
SMM.US x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

Env gp120 end Env gp41 start

sawouan) a9|d

-Wo) AIS/C-AIH

gTGgCACCTgAAGAAATAﬁAAGAGgGGTCTTTGTGCTAGSGTTCTTGGSTTTI'CTCGCAACGGCAGgTTgTGCAATGGgCGCGGCGTgGTTGACGCTGACCGCTC/SGTgCCGAA%TT'[ATTGGCTGgGATAGTGCéGCSACSGCSACSGCTGTTGGACGTGGTCAAGAGA 8325

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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114

MAC.US x.239
Env

2A. 87.
2A.GW.x. ALLA]
2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390
H2AB.CI.90.7312A.1.36874
2B.CI.88. UCl .L07625
2B. Chx

AC.US.

2A.CL88.UC2.U38293

2A.
2A.IN.95.CRIK
A.GM.x.MCR35.AY509260
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498
A.GM.x.MCN13.AY509259
2A.GW. 86 FG.J03654
GW.87.CAM2CG.D00835
F082339

0
2B.JP.01 6KROZO A%100245
H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

x.251
AC.US x.251732H
U 1

AC.US.x.2
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00!
AC.US.x.SMM142B.BD131285-

MNE.US.82.MNE

MNE.US.x.MNE027.U79412
SMM.US x.F236

SMM.US .x.H9.M80194
SMM.US x.PBJ14

SMM.US x.PBJA.M31325
SMM.US x.PBJ

SMM.US x.P!

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
STM.US.x.STM.M83293

.x.80035.AY611486

S:X.95086.AY607703
X.95112.AY 588946

X190131.AY576481

-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A
-A

A

A
-A

HIV-2/SIV Com-

plete Genomes

RRE end,
CSACGAGAATTGTTGCGACTGACCGTCTGGGSAACAAAGAACCTCCSGACTAGGGTCACTGCCATCGAGAAGTACTTAAAGGACCSGGCGCSGCTGAATGCTTGGGgATgTGCGTTTAGAC/SAGTCTgCCACACTACTGTACCATGG ............ CCAAATGCAAG 8483

- -GATGCCCTTGGTG-T-
- --C-AC-C

--AA--C

8492

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.US x.239
Env

*2A.C 88. UC2 U38293
BEN.M3050!

PEI2. U22047
GHI M3 95

IK
X.MCR35.AY509260
.87.D194.104542

1SY.J04498
CN13.AY509259

.GW.86.FG.J03654
2AGW. 87 CAM2CG. D00835
2A.GW.x. ALI AF08233
2A.GW.x.MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CI.90.7312A.L36874
H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245
H2AB.CM.03CM_510_03.NEW

IS

>.>.......>>
=220

o

H2G.CL.92.ABT96.AF208027

H2U.FR.96.12034.AY530889

SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239
AC. 251
AC.US.x.251_32H
AC.US.x.251
AC.US.x.17EC1.AY 033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611
AC.US.x.2065.AY61 1493
AC.US.x.MM142.Y00277
AC.US x.SMM142B BD131285- - -

MNE.US.82.M

MNE.US.xAMNE027AU79412

SMM.US.x.F236

SMM.US .x.H9.M80194

SMM.US x..

SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x.P.

SMM.US x.PGM53. AF077017

SMM.US.x.SME543.U72748

STM.US.x.STM.M83293

AC.US.x.80035.AY611486

USX.95058'AY611494
US'x.95086.AY607703
AC.US X951 12/AY 588946

AC.US x.96081.AY597209
AC.US.x.96093.AY611489

AC.USx190131.AY576481

sawouan) a9|d

-Wo) AIS/C-AIH

TCTAACACCAAAGTGGAACAATGAGACTTGGCGAGAGTGGGAGCGAAAGGTTGACTTCTTGGAAGAAAATATAACAGCCCTCCTAGAGGAGGCACSAATTC3AC6\AGAGAAGAACATGTATGAATTACSAAAGTI’GAATAGCTGGGATGTGTTTGGCAATTGGTTTGACC

-AAA-C-AA-CCG-GA-C
-AAAGCGA--CA-T-
-GC-A--CCG

eI
- <-AT---A-----GC-
AT-GGAG-
AT------

AT-
AT-GGTG-
AT-GGTG-
-T-GGT--

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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L0¢

MAC.US x.239
Env

Tat exon 2,
Rev exon 2

H2A.CIL.88.UC2.U38293
2A. .BEN.MSO 02

2
2A.GM,87 D194.J04542
x.ISY.J04498
2A.GM.x. MCN13.AY509259
2A.GW. 86 FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALL.AF082339
2A.GW.x.MDS.Z48731
2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.1.36874

H2B.CI. 88 UCl L07625
H2B.CILx.El U

H2B.GH. 86 D205.X612
H2B.JP.O1. KROZO AB100245

H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

CETTTToo s

; >

o I Qoo
ZExZiTmm
><

AC.US.x.251
AC.US.x.251_32H
AC.US.x.25
AC.US.x.17EC1.AY033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00277
AC.US.x.SMM142B.BD131285- -A
MNE.US.82.MNE
MNE4US.x,MNE027 U79412
SMM.US x.F236
SMM.US x.H9.M80194
SMM.US x.P.
SMM.US x.PBJA.M31325
SMM.US.x.PBJ
SMM.US x.PBJ
SMM.US.x.PGMS53.AF077017
SMM.US.x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

'AC.US'x.93062-AY 607704
AC.US.x.95058.AY611494

AC.USx.97074.AY599198
AC.US.x.r80025.AY 576480
AC.US.x.190131.AY576481

Tat Rev intron enqlvT at Rev exon 2 start
TTGCTTgTTGGATAAAGTATA}'ACGAle\TGgAGTTT¢TATAGTTGTAGSAGTAA}'ACIGTTAAGAATAGTGA}'CT¢TATAGTACSAATGCTAGCTAAGTTAAGGC/SGG%GTATAGGCCAGTGTTCTETTgCCCACCCTgTTeTTTCCéGCéGACCCﬁTATCCéACSGGSC 8823

)

i T R

-T--AG--GA--T-

lalalaNaNalalalelalalelelalalalalalalel

- - <o---A---G--GAC-T-
-----GGCA--C--CAGG-TA---C-A- - --A-- <G--------A-GAC-T-
-----GGCA- -C--CAGG-TA---T-A- <-A-- - A --A-G-C-T-
SA--Z--C--T-TA---C-A- “C---GT-- - <-G--G--------A-GAC-T-
<<----A-GAC-T-
Y--AG--GAC-T-
--GA-GAC-T-
“T---G--GTC-T-
T--AG--G----

[}
o

<C--Cenn--C-GA----- |
<C--C---G-T--A--CG-TT-C-TA--CC-----
<C--A---G-T--A---G--T-C-TA---C-G-
<Ce-CenGen-GA--Commn-Grmmmenn-Cn

<\

i e

HIV-2/SIV Com-

plete Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.US x.239
Env

Tat exon 2,
Rev exon 2

H2A.CIL.88.UC2.U38293
ADE .BEN.M30502

CR35 AY509260
SR GM A7 D104 Towsad

DA 'GM.xISYJ04498
2A.GM x.MCN13.AY509259
A GW 86.FGI03654
2A.GW.87.CAM2CG.D00835
DA 'GW.x.ALLAF082339
2A'GW.x MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CL90.7312A.L36874
HOB.CLSS.UCI 107625

2B CLx EHO.()

B GH 86 D205 K612

2B B01 KROJO A B 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY530889
SMM.SL.92.SL92B.AF334679
AC.US.x MAC239

B
@

5

¢
INT)
G
1)
R

jes

2
G

7EC1 AY()33233

2065.
MM142.Y00277

>
I}
c
e

[§]

.MNE
MNE027.U79412

M.US.x.F236

;IQ.MSOI 94

PBJA.M31325
BJ

SRz

.PBJ
X.PGM53.AF077017
S.x.SME543.U72748
S.x.STM.M83293
AC.US.x.80035.AY611486

v LnUVLVNNY
C‘E:CE:CCJC

H
£ 222228:

C}

AC.US'x.93062-AY 607704
AC.US.x.95058.AY611494

AC.USx.97074.AY599198
AC.US.x.r80025.AY 576480
AC.US.x.190131.AY576481

SMM142B.BD131285- - -

sawouan) a9|d

-Wo) AIS/C-AIH

Tat end
CCGGEACTGCCAACCAGAGAAGgCAAAGAAAGAGACGgTGgAGAAGgCGgTGgCAACAgCTECTGGCCTTGGC86A}'AGéAT¢TATTCATTTCCTGATCCGCCGACIGATACGC CTCTTGA%TTGGCTA'I'I'CAgCAACTgCAGAACCTTGCTATgGAGAGTATACCéGA}' 8993

KAV A

2
)>)>)>)>)>)>J>)>J>)>J>)>)>

<AC----AA-C----GA--GA-

<AC----AA-C----GAC- -A- -C-AA- - - -

<AC- - --AA-C- - - -GA- -GA- ~CAA- -AG- - - C--C--C--=-C---T - <--A----GG
<AC----AA-C----GA--GA- - - C - - - -
<<C----AA-C----GA--GA-

-A- --A-C----G-
“AA- -G
SA--

-A--A

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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60¢

MAC.US x.239
Env

Nef
Rev exon 2

H2A.CIL.88.UC2.U38293
ADE .BEN.M30502

CR35 AY509260
SR OM A7 D103 Towsad

DA 'GM.xISYJ04498
2A.GM x.MCN13.AY509259
A GW 86.FGJ03654
2A.GW.87.CAM2CG.D00835
DA 'GW.x.ALLAF082339
2A'GW.x MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CL90.7312A.L36874
HOB.CLS.UCI L0762

2B CLx EHO.()

B GH 86 D205 X612
28501 KROJO A B 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY530889
SMM.SL.92.SL92B.AF334679
AC.US.x MAC239

B
@

5

><
ININ)
G
1)
R

jes

2
O

7EC1 AY()33233

2065.
MM142.Y00277

>
I}
c
e

9

.MNE
MNE027.U79412

M.US.x.F236

;IQ.MSOI 94

PBJA.M31325
BJ

.PBJ
S.x.PGMS53.AF077017
S.x.SME543.U72748
S.x.STM.M83293
AC.US.x.80035.AY611486

v LnVLVLNNY
C‘CICE:CCJC

H
£ 222228:

C}

AC.US'x.93062.AY 607704
AC.US.x.95058.AY611494

AC.USx.97074.AY599198
AC.US.x.r80025.AY 576480
AC.US.x.190131.AY576481

SMM142B.BD131285- - -

Rev end Nef start
CCTCCéAC'C)AATACTCCG\GAGGCTCT%TGCGACCCTACSGAGGATTCGAGAAGTCCTCAGGACTGAACTGACCTACCTACSATATGgGTGGAgCTATI'TCCﬁTGéGGCGG&CCISGGCCGECTGGAGAT%TGCGACAGAGACTCTTG&GG%CGCGTGGGSAGAC TIAT 9160

G G A I S MRRGSRPGSGDILRTUOQRTILELRARTGET .-V

PPTNTPEALCDPTEDSRSP70”D77*7

E --6--ACT-A-GGC-G--- -~ -~ [P CGAG-GGA- - - -

G--ACTAGGCG -C-A--G-- -- -

IS

---CT AG-ACAG---T---G--

......... - CT-A--ACAG---T---G--
-GACAGCA--CA- - --CTGG- -A--A--- - CGCAG- - -
. .ACAGCA- - CT-A-GGC-G- -
C-CA CTCA-GGCAG- -
-GACAGCA- - G--A--A----- CGCAG- -

- -ACAGCA -

-TCAGAGAG [

:}>
T'

Ca--
——CA G——CTGG——

>

-A-AG--A-

A----A--A-CAAC- - -GG-- - - - - - -

AA- <A~ -A-CAGCC--GG-- - - - GG A----- GC-A-GAC- .. .-
..-C---GA--G CAGCA- -GG - - --A-T--CG-A-AGAC- ...

“AA----A--A-CGAC---GG----- GG -AAA-A-AG-AA-G-C-. .
<--C---GA--A-CAGC--- --A-T---G-A-AGAC-...
---TG-ACC- -A-CAACT- -GG- - - - -

<AT----A--GT--G---A-G--

-CT

HIV-2/SIV Com-

plete Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.US x.239
Env

Nef
2A. CI 88 UC2 U38293
N.M3050;

2A.IN.NNVA.NEW
2A.IN.95.CRIK
2A.GM.x.MCR35.AY509260
2A.GM.87.D194.J04542

2A GWx ALI AF08233

A.GW.x.MDS.748731
H 2A.SN.85.ROD.M15390
H2AB.CI1.90.7312A.L36874

2B.CL.88.UC1.L07625
2B.CL.x.EHO. U27200
2B.GH.86.D205. 40

2B.JP.01.KRO020. ABIOOZ45

H2AB.CM.03CM_510_03.NEW ----AG----C---G-
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL.92B.AF334679

M.US

15

ZEx

Anh R 2222222

coc g cooooog
Aty Z>< 2>< x Z>< el

AC.U:

g
'°°"ﬁﬁﬁﬁﬁ><ﬁf><ﬁ
[Se1iS1e]

S.X.r80025.AY576480

sawouan) a9|d

-Wo) AIS/C-AIH

Env gp41, gp160 end
GGGAGACTCTTAGGAGAGgTGgAAGATGGATACTCGCAATCCCCAGGAGGATI'A&ACSAGSGCTTGAGCTCACTCTCT'IL'GT# GAGGGACAGAAA ...... TACAATCAGGGACAGTATATGAATACTCCATGGAGAAAC. . . CCAGCTGAAGAGAGAGAAAAATTAGCA 9319
GR[EGEVEDfGYSDSPGG[DKGESS[SC##EGOK..YNOGOYMNTPWRN.PAEEREKLA

-TA--G-AG-GCA-C-CATC--G- --G--G--AGCA--AA--G- -AATG--AG--C-G---GAGT-- 9316
----AG-AGCGC-AE-EATC--G- - -AAC--- -

---6-G-AA-GG-AC-GATC- -C C--G
-T-CAG-AG-GCAAC-C-TC--G -C--G- G
—————— -GC-AC-CAT---G -C--G -
~T-G---AG-GGAA- - -AT---G -C --GCA---G--G-
---6-G-A--GCA-C-GATC- -G C--G--G--AGCA- - -A- -G-
T- AG-AGCGCAAC- CATC- -G- C--G--G- -AGCA- -AA- -G-
<--G-G----GG-AC- -ATC----- C--G--G- -AGCA- -AA-TG-
---G-G-A--GCA-C-GATC--G- C--G--G--AGCA- - -A- -G-
-AG-G-G- -GCAAC- -ATC- -G- C--G-
~-CGA-TGT-ACAAC-CAT------ C---- ---G-
---G-G-AG-GCA-T-G-TC--G- C--G--G---GCA--AA-TG- SAAC---A----- G---GA-TTG 9358

-AAC---AG-G--G---GATT- - 8830
-A-C---A--G--G---AATTTG 8799

--GCA---A--G-
AGCA- -AA- G-

G
--AG- GTAT GGAAC -ATC--G-

..... G----C-----GACG-CG- s -A---G- --GA-C- - -AG-G- .. 9290
- -A-AG----C--A-- ..-ATGC-...---AGA-C---AG-G- 9286
---GAGTC--C------- A---C - --A.. ..-AG-CT...TTG-GA-C- - -AG-G- 9261
----- G----Coo-onnC CG CA--C B AL “ATGC- . .. -GG-GG-C- - -AG-G-
..... G- CIIA-IIAC : 6C.: JCT6ETI 2 IGRCIC-AG G
6-C6-C6---GC--Cnnmnv G- - ..-TG-GG-C---AG-G
< A-A-----GG-A--G-T------~ S .--A--G--AC- ©-CG-----T--A-T--- R -
-6G--C-G-T-- -
2G-T-------G----CGCA--------Ac--nne=-Com-=-G--Co----A----TG--TAAC-..AG- -ATGGAT-TAAA. . .- -----

------ R . --T---G- P e --A-C---A--C-CT--GC---A-

sawoudn) AR[dwo) AIS/T-ATH
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2A.GW.86.F
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALL.AF082339
2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390

lslelelelalelaiielalal
SERREER RS

Premature stop in SMM239 3’ LTR U3 start
IIlI/L?C.US.x.B‘) TACAGAAAACSAAQTATGGATGSTATAGATGAGTAAGATGATGSC TTGGTAGgGGTATgAGTGAGG CCAAQAGTTCCCCTAAGAACAATGASTTACAQATTGGCAATAGACATGTgTCA'I'I"II:'TA}'AAAAGAAAAGGSGGgACTGGAAGgGATTT¢TTACAgTGC 9483
e
H2A.CI.88.UC2.U38293 T-CA
H DE.x.BEN.M305 -T-CA.
H x.PEI2.U22047 C- CAG-T, . -C-CA
H2A.GH.x. GH1.M30895 -AGC-G . - -T-CA
H NVA.NEW --CA-GG.GGAT-TA---TC- -TG-T- . - -C-
H CRIK GC-----------------G-- -
H CR35.AY509260 -
H 194.J04542 -
H Y.J04498
H CN13.AY509259

oo o

.--CC-G--G--AT-G--

H2AB.CM.03CM_510_03.NEW ......C--------
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY530889

SMM.SL.92.SL92B.AF334679
ACUSXMAC239  -ooooeooe

x.251
AC.USx251_32H
US.x.25

H2AB.CI.90.7312A.1.36874 EELI --
H2B.CI.88. UCl .L07625 --A...--C--TAGG--A--G---T---
H2B.CILx.El 7 -A. ..
H2B.GH. 6 X612: A-
H2B.JP.01. KROZO A8100245 -A..

A..

C..

Y VY S E
T -GTT--

>> >
>
—
pd
—
—
=
(e}
o
>
o
=]
(=]
=

T-

AC.USx251
AC.US x.17EC1.AY033233
AC.US x.17EFR.AY033146
AC.US X 1937.AY611495 -
AC.US x.2065 AY611493 -
AC.US X MM142.Y00
AC.US.x. SMM142B BD131285-
NE.US.82. MNE

MNE.US X MNE027.U79412

SMM.US.x.F236

SMM_.US. x.H9.M80194

SMM.US.x PBJ 14

SMM.US x PBJA.M31325

SMM.US.x.PB)

SMM.US x P -

SMM.US x PGM53.AF077017  --T---

SMM.USx.SME543.U72748  --T- - o

STM.US.x.STM.M83293 .- -T...C-A-- -ACAT. .. -==-G---C--A--T--GGA----- [ [T o AGC- - -« - e e A 9134
AC.US.x.80035.AY611486 - - - 589
AC.US x 81035.AY 599200 590

USx.85013.AY611490 523

AC.USX.92050.AY603959 583
AC.US x.92077.AY 599201 590
AC.USX.93057.AY611492 588
AC.US x93062.A 557
AC.USX.95058.AY611494 377
AC.US x.95086.AY607703 246
AC.US x.95112.AY 588946 579
AC.US x.96016.AY607701 590
AC.US x.96020.AY61 1488 582
AC.US x.96072.AY611491 504
AC.US x.96081.AY597209 502
AC/US x.96093.AY611489 590
AC.US x.96114.AY588943 585
AC.USX.96123 AY61148 270
AC.US x.96135.AY607702 575
AC.US'x.97009.AY 599199 458
AC.US x.97074.AY39910 452
AC.US Xr80023.AY 576480 446
AC.USx190131.AY576481 589
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MAC.US x.239
Nef

*2A.C 88. UC2 U38293
BEN.M3050!

PEI2. U22047
GHI M3 95

K
X.MCR35.AY509260
.87.D194.104542

1SY.J04498
CN13.AY509259

.GW.86.FG.J03654
2AGW. 87 CAM2CG. D00835
2A.GW.x. ALI AF08233
2A.GW.x.MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CI.90.7312A.L36874

IS
>.>.......>>

"‘O
o

sawouan) a9|d

-Wo) AIS/C-AIH

AAGAAGACATAGAATCTTAGACATATACTTAGAAAAGGAAGAAGGCATCATACCAGATTGGCG\GGATTACACCTCAGGACCAGGAATTAGATACCCAAAGACATTTGGCTGGCTATGGAAATTAGTCCCTGTAAATGTATCAGATGAGGCACG\G ............ GéGG 9641

-G
-G
-G
-G
-G

[ YY)

G

J>)>J>)>)>\

>55>

H2B.GH.
H2B.JP.0

H2AB.CM.03CM_510_03.NEW

H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200

.86.D205.X61240
1.KR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY530889

SMM.SL.

“v LVNLVNLVLLY

92.SL92B.AF334679
Xx.MAC239

*
)
G
w
¥
T

17EC1.AY033233

USx-MM142.Y00277
SMM14ZB BD131285- - -

00 B b b ba b 24 ¢
t
S
X =
- l
A
=
X
&
8o
D

N ?

MNE027 U79412
F236

H9.M80194
)B}A.MB 1325

P]

PGM53.AF077017
ME543.U72748

X, STM M83293

<

S.x.80035.AY611486

USX.95058'AY611494

5086.AY607703

US.x
X.95112.AY 588946

SX.96081.AY 597209

.X.96093.AY611489

Xr90131.AY576481

G -

G--6 C---TC-------T -TG--T-T-GA-

G-- --G-- -TG-GT-C-GC-

G-- . - --G--A-- R GC---AA--A---G---C-AAT---A-A-
G--6 - - - -- - C---C-GC-G--G--A---G-C--C--G

-A--A---G--A-G

sawoudn) AR[dwo) AIS/T-ATH
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MAC.US x.239
Nef
*2A.CI.88,UC2AU3§(§)293

2A.
2AIN.95.CRIK
A'GM.x,MCR35.AY509260
2A.GM 87.D194.J04542
DA'GM.x.ISYJ04498
2A.GM x.MCN13.AY509259
IA GW 6 FG J03654
2A.GW.87.CAM2CG.D00835
DA 'GW.x.ALLAF082339
2A'GW.x.MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CL90.7312A.L36874
H2B.CLS.UCI 107625
2B CLx EHO.(27
B GH 86, D205 K612
2B P01 KROJO AR 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY530889
SMM.SL.92.SL92B.AF334679
AC.US.x MAC239

x.251
AC.US x.251732H
U 1

AC.US.x.2
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x. LAY611495
AC.U: ,x.2065.AY611493
AC.US.x.MM142.Y0027
AC.US.x.SMM142B. BD131285-
NE.US.82.MNE

MNE.US.x.MNE027.U79412

SMM.US x.F236

SMM.US .x.H9.M80194

SMM.US x.PBJ14

SMM.US x.PBJA.M31325

SMM.US x.PBJ

SMM.US x.P!

SMM.US .x.PGM53.AF077017

SMM.US.x.SME543.U72748

STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

TCF-1 alpha binding,
ATGAGGAGCATT¢TT'{AATGCATCEAGCTCSAACTT%CCSGTGGGATGACCCTTGGGgAGAGGTTC[AGCATGGAAGTTTGATCCAACTCTGGCCTACACTI'ATGAGGCATATGTTAGATACCCAGAAGAGTTTGgAAgCAAGTgAGgCCTGTgAGAGGAAGAGGTTAGA 9811

TGG-AG 9808

A

A---GTAAG-AGA-TT- -TC R

-A-----AAG-AG--TT- AT--G- - C-- R --CA- --
T-T-AC-

>rrr>r>>>>

-ATGG- AG 9773
--TGA-AG 9766

-A--G--CG--GCA-
-A--G-TC--TTCA-

<---TA--C-TCAAC--G-- -
----T---C-TCAGC--G-T-
A----- T.--T-TCAA---G-

77777777777 - - --T-A- o T -Gon - ~CA-GT G- -~~~ G- -AC- - --A-C- -TATGG-A- 9230

A
----- AG--TG---C-GG--GG-T----A--G--CAG-TGCGA- - G-~ ~AC- === =CCT==-Tenenmrereeee-TeCTennnnn-Ae-T-GCo-Commmm-ToArr=AG-GrrmmmmmmmmmmmaaGeoTomooo-Temmeemeoeeoeaaaaao2AG 9335
-GG-A--- C--6- - ~TCAC- --A--GC-- -GT-G A-
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MAC.US x.239
Nef
*2A.CI.88,UC2AU3§(§)293

2A.
2AIN.95.CRIK
A'GM.x,MCR35.AY509260
2A.GM 87.D194.J04542
DA'GM.xISYJ04498
2A.GM x.MCN13.AY509259
IA GW 6 FG J03654
2A.GW.87.CAM2CG.D00835
DA 'GW.x.ALLAF082339
2A'GW.x.MDS.Z48731
2A.SN.85.ROD.M15390
H2AB.CL90.7312A.L36874
H2B.CLS.UCI L0762
2B CLx EHO. (27
B GH 86 D205 K612
2B P01 KROJO AR 100245
H2AB.CM.03CM_510_03.NEW
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY530889
SMM.SL.92.SL92B.AF334679
AC.US.x MAC239

x.251
AC.US x.251732H
U 1

AC.US.x.2
AC.US.x.17EC1.AY(033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00!
AC.US.x.SMM142B.BD131285-
NE.US.82.MNE

MNE.US.x.MNE027.U79412
SMM.US x.F236

SMM.US .x.H9.M80194
SMM.US x.PBJ14

SMM.US x.PBJA.M31325
SMM.US x.PBJ

SMM.US x.P!

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
STM.US.x.STM.M83293

AC.US.x.80035.AY611486

AC.US'x.95086.AY607703
AC.US.x.95112.AY588946

AC.USx190131.AY576481

AGAAGGCTAACCGCAAGAGgCCTTC'IL'TAACATGGCTGACAAGAAGGAAACTCGCTGAAACAGC

-C-A

-GA-A-CATTT-GTTAG

-GA-A-CAT-T-GT-AA.
-GA-A-CATTT-GTTAA.
-GA-A-CATTT-GTTAG.

“AA-A-CCTTT-ACTAA. 16
-AA-A-CATTT-GTTAA. . .-

-CAGA-TAG.
-CAGACTAG.
-CAGA-TAG.
-CAGATTAG.
-CAGATTAG.
-CAGATTAG.
-TAGAATAA.

Nef end

-AGCATAAACAGGAACTA. .

- -AGCACAAAGAGGAACTA..
- -AGCATAAACAGGAACTA. .
T-A- AGCTTGAAGAGGAACTA. .

.. -GA-AGCATAAACAGGAACTA.

sawouan) a9|d

-Wo) AIS/C-AIH

NF-x-B-II NF-x-B-1
AGGGACTTTCCACAAGGG . GATGTTACG. . GGGAGGT 9908

AGCTGAGACTGC

. .AGCTGAGGCTGC.

.GTTGAGACTG
.GCTGAGACTGC.
.GCTGAGACTGC.

. .GCTGAGACTGC. . .

. .GCTGACGCTGCATAAGAAAGGAAACTGGCTGACACTGC -

.. .GCTGACACTGCACAAGAGGGAAA. CTAGCTGACACCGC-

.. .GCTAACACTGCATAGAGAAGGAAACTAGCTGATACTGC- .

.. .GCTGACACTGCACAAGAAGGAAA . CTAGCAGACACTGC-
. .GCTGACAGTGCATAAGAAAGAA. . CTAGCTGACACTGC-

.. .GCTGACACTGCACAAGAGGGAAA . CTAGCTGACACTGC-
.. .GCTGACACAGC. . . .
. .GCTGAGACAGC. . .

.GCTGAGACAGC.

AGGGACTTTCCACAAAGACAGC -
. .AGGGACTTTCCACAAAGACAGC -
. .AGGGACTTTCCACAAAGACAGC-

AGGGACTTTCCACAAAGACAGC

sawoudn) AR[dwo) AIS/T-ATH
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MAC.US x.239
H2A.CIL.88.UC2.U38293

2A DE.x.BEN.M30502

2A DE.x.PEI2.U22047
2A.GH.x.GH1.M30895
2A.IN. NNVA NEW

2AIN. 95 RIK

2A.GM CR35 AY 509260
2A GM,87I§)1 1)4542

7. C
2A.GW.x.ALLAF082339
2A. x.MDS.7Z48731
2A.SN.85.ROD.M15390

H2AB.CI.90.7312A.1.36874

H2B.CI.88.UC1.L.07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245

H2AB.CM.03CM_510_03.NEW
H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

....>. ;
200909

<

><

AC.US.x.MAC239
x.251
AC.US.x.251_32H
.US.x.251
AC.US.x.17EC1.AY033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495

AC.U! x 2065.AY611493
AC.US.x.MM142.Y00277

.US. 82 MNE
MNE.US x. MNE027 U79412

=
5

:x:H9.M80I94
X
X.PBJA.M31325
X.PBJ

15

x.PBJ
S.x.PGM53.AF077017
S.x.SME543.U72748

X.STM.M83293
.x.80035.AY611486

(2B LI L2 21212 21 %)

H
£ 222228:

cco g cocccoo

Z)s
%5

00¢
1=
e}
G
>
=~
U
Nl
O
[S3
=1
S

?%.?3?%

AC.USx.92077.AY599201
AC.US.x.93057.AY611492
Y607704

AC.US'x.96123/AY611487
AC.USX.96135.AY607702
ACUSX.97009 AY599199

AC.USx190131.AY576481

ACTGGGGAGGAGCCGGTCGGGAACGCCCA.
T

TATA box
#2202 007

CTTTCTTGATGTATAAATATCACTGCA.

. -AAATGATC- - -
.AAACTC--TA- -C--TT-GC---

TAR element start
3*LTR U3 en{ﬁf LTR repeat start

TTTCGCTCTGTA. TTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAG. CAGGTAGAGCCTGGGTGTTCCCTGCTAGACTCTCAC. C10073
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MAC.US x.239
2A.CI.88.UC2.U38293
2A.DE.x.BEN.M30502
2A.DE.x.PEI2.U22047
2A.GH.x.GH1.M30895
2A.IN.NNVA.NEW
2AIN. 95 CRIK

A
2A.GM. 87 D194.J04542
22 .GM.x.ISY.J04498

2A.SN.85.ROD.M 15390
H2AB.CI.90.7312A.L36874
H2B.CIL.88.UC1.L07625

H 2B CI.x.EHO.U27200
H2B.GH.86.D205.X61240

H 2B JP.01.KR020.AB100245

AGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGCTTGCTTGCTTAAAG.
_ .C-G--- ..

H2AB.CM.03CM_510_03.NEW ...

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL92B.AF334679
AC.US.x.MAC239

.US.x.251
AC.U .X.25I_32H

AC.US.x.251
AC.US.x.17EC1.AY (033233
AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495
AC.US.x.2065.AY611493
AC.US.x.MM142.Y00
AC.US .x.SMM142B BD131285-
MNE.US.82.M
MNE.US MNE027AU79412
M.US.x.F236
M. {9.M80194
M.US.x.PBJ14

PBJA.M31325
PBJ

P]

PGM53. AF07701 7
.SME543.U72748

TMAUS x.STM.M83293
Ag.HL x.80035.AY611486

v Lhnnnnnn
(e}

AC.USx.95112.AY588946
AC.US.x.96016.AY607701

AC.USx.190131.AY576481

----ACA-

TAR element end,

sawouan) a9|d

-Wo) AIS/C-AIH

Poly-A signal 3’ LTR R repeat end 3’ LTR US start

.CCCTCTTCAATAAAG. CTGCCATTTTAGAAGTAAGCTAGTGTGTGTTCCCATCTCTCCTAGC CGCCGCCTGGTCAACTCGGTACTCAATAA. . TAAGAAGACCCTGGTCTGTTAGGACI0238

-GCA-GT-A-
-GCA-GTTG-
-GCA-GA-A-
-GCA-GT.A-
-GCA-GTTG-

--TTCG-TGTTCACC-G-
--TTCG-TGTTCACC-G-

-GCTGAA-
-T CT AAAT.A---
-C- C
C-
CTGAGAT Al

sawoudn) AR[dwo) AIS/T-ATH
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LIT

MAC.US x.239

2A.CI.88.UC2.U38293
2A.DE.x.BEN.M30502
2A.DE.x.PEI2. U22047
2A.GH.x.GH1.M30895

A IN.NNVA.NEW

2
2A.IN.95.

A.GM.x

CRIK
.MCR35.AY 509260

2A.GM. 87 D194.104542
2A.GM.x.ISY.J04498

S.
2A.SN.85.ROD.M 15390
H2AB.CI.90.7312A.L36874

H2B.C1.88.UC1.L07625
H 2B CI.x.EHO.U27200

.86.D205.X61240

B.GH
H 2B JP.01.KR020.AB100245
H2AB.CM.03CM_510_03.NEW

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
SMM.SL.92.SL.92B.AF334679

v LVNLVNLVLVNNY

TMAUS

x.MAC239

X.251

.X.25|_32H

x.25

X.17EC1.AY033233
.17EFR.AY (33146

00 5 b b b b ¢
)
=3

=3 =
=0
b
=
N
=
)
i

N....

MNE027AU794 12
F236
{9.M80194
BJ14
’BJA.M} 1325
PBJ

P]

GMS53. AF07701 7
ME543.U72748

x.STM.M83293
x.80035.AY611486

SX.95112.AY588946

.Xx.96016.AY607701

US.xr90131.AY576481

42.Y00277 L
SMM]42B BDI31285. ..

3"LTR U5 end,
CCTTTCTGCTTTGGGAAACC. GAAGCAGGAAAATCCCTAGCA
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